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11230 |1,25-(OH)2 Vitamin D = SHO| St A ALE! 2% 23« 23 24
20000 |1,5-Anhydroglucitol otE QS ALE 2% 18¢ 23 18«
00410 [17a-OH-Progesterone 2= SHO| St A ALE! 29 234 29 234
00411 |17a-OH-Progesterone(Plasma) 2= SHO|SHA ALE] 2% 234 2% 234
00810 [5-HIAA ™M sta E SISt HAE 2¢ 21 23 21
63223 |2hd S48 Y2 X| IgG 222F T HAAAE 23 23¢ 23 23¢
63224 |9hd S4F LE{X| 196G 222F T HAAHAE 23 23¢ 23 23¢
27301 |MlZt rDNA ZS%(16s rRNA) < SQENH AR 28 23¢! 28 25¢!
52112 (MZAZHEEH XI7TESNH4AT = HAHAHE 23 23¢ 23 23¢
52113 |[MZAZE ST X7t H|4F5 (CSF) a HAAHAE 23 23¢ 23 23¢
12645 |£M &+ O|MEE245HM = St HAE 23 23¢ 23 23¢
70762 |EME82% Endotoxin =1 HAZALE 2¢ 232 2% 23«
31160 |HAFHEHA ERaC] M| ALE 2 18¢ 23 18¢
42252 |=87|H0|2{A culture 25 =1 O| A S ZHAE 2¢ 232 2¥E 25¢!
42253 |&Z7|HI0|2{A culture 35 23 0] 4= HAHE 2¥ 23¢ 2% 25Y
42254 | 87|HI0|2{A culture 4= =1 O| A S ZHAE 2¢ 232 2¢ 25¢!
42255 |&Z7|HI0|2{A culture 55 23 0] 4= HAE 2¥ 23¢ 2% 25Y
10190 |ACE == QSIS ALE 2¥ 18¢ 2¥ 18¢
10191 |ACE(Other) == QSIS AE 2¥ 18 23 18¢
25000 [Acetylcholinesterase ey == Eg|SHHALE 2% 24 2% 254
01140 |Ach-r-Binding Ab = SHO| St ALE! 2% 232 28 23¢
01150 |[Ach-r-Blocking Ab 3= Sl O|SH A AFE! 2¢ 232 2€ 23¢
42105 |Adenovirus culture 2= O|A =S HALE 29 234 2 254
40255 |Adenovirus IgG = HAAHALE 2% 23¢ 28 234
40260 |Adenovirus IgM = S AALE 29 234 2% 234
40261 |Adenovirus IgM(CSF) = HAZALE 2¢ 232 2% 23«
00030 |ADH = SHO| St ALE! 2% 232 2@ 25¢!
70430 |AFB Sensitivity A= O| Al S Z ALE 2¢ 21¢ 3¢ 28¢
10220 |Aldolase B ESlSHAAE 2¥ 21 28 21
00650 |Aldosterone (RIA) st= Sl O|SH A AFE! 2¢ 232 2€ 23¢
00651 |Aldosterone (RIA)(Plasma) 3= SHO| St A AFE! 2% 234 2g 23¢
28045 |ALK rearrangement ol = NZS™MAALE 2 23¢ 2¢ 25¢!
20560 |ALP Isoenzyme B ESletHAE 2¥ 23 28 24
12670 |Aluminium(Al) St= E SIS HAE 2¢ 21¢ 2 21
12671 |Aluminium(Al)(24hr U) otE E4SISHHALE 2¥ 21 28 21
25320 [AML1/ETO (nested RT-PCR) = B EZHALE 2¢ 232 2% 26¢
25321 |AML1/ETO (nested RT-PCR)(BM) = B2 ZHALE 2¥ 23 28 26
25325 |AMLL/ETO (real-time PCR) = B EZHALE 2¢ 232 2% 26¢
25326 |AMLL/ETO (real-time PCR)(BM) = B2 ZHALE 2¥ 23 28 26
27080 |AML1/ETO(FISH) Usiam MESHZZAIE | 29 23Y 29 25¢
20570 [Amylase Isoenzyme = E SISt AE 2% 234 2¢ 24¢
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Amylase Isoenzyme(BF) = E 515 ALE] 2%¢ 23¢ 2¢ 24
Androstenedione = SHO| St A ALE! 29 234 2% 234
Anti Cardiolipin IgA =2 HAZALE 2% 23¢ 2g 23¢
Anti Cardiolipin IgG 2 M AALE 29 234 2% 234
Anti Cardiolipin IgM 22 HAZALE 2% 23¢ 2%¢ 23¢
Anti dsDNA IgM =2 A ZALE 2% 23« 23 23
Anti dsDNA IgM(Plasma) =2 HAZALE 2% 232 2§ 23«
Anti GAD Ab = SHo| St A ALE! 2% 23« 23 23
Anti GAD Ab(CSF) = S o| St A ALE! 2% 232 2§ 23«
Anti GD1b IgG = A ZALE 2% 23« 23 23
Anti GD1b IgG(CSF) = HAZALE 2% 232 2§ 23«
Anti GD1b IgG(Plasma) = M AALE 29 234 2% 234
Anti GD1b IgM = HAZALE 2¢ 232 2% 23«
Anti GD1b IgM(CSF) = A ZALE 2% 232 28 23
Anti GD1b IgM(Plasma) = HAZALE 2¢ 232 2% 23«
Anti GM1 IgG = A ZALE 2% 23¢ 28 23
Anti GM1 IgG(CSF) = HAZALE 2¢ 232 2% 23«
Anti GM1 IgM = A ZALE 2% 23¢ 28 23
Anti GM1 IgM(CSF) = HAZALE 2¢ 232 2% 23«
Anti GQ1b IgG = A ZALE 2% 23¢ 28 23
Anti GQ1b IgG(CSF) = HAZALE 2¢ 232 2% 23«
Anti GQ1b IgM = A ZALE 2% 23¢ 28 23
Anti GQ1b IgM(CSF) = HAZALE 2¢ 232 2% 23«
Anti LKM Ab = A ZALE 2% 232 28 23¢
Anti Mitochondrial Ab(IFA) = 0 4 ALE 2% 234 2%g 23¢
Anti Parietal cell Ab 2= S AALE 29 234 2% 234
Anti Phospholipid IgG(Plasma) st= M AHALE 2¢ 232 2% 23«
Anti Phospholipid IgG(Serum) 3= 0 A 4 ALE 29 234 2% 234
Anti Phospholipid IgM(Plasma) o= H o A AE 2% 234 2%g 23¢
Anti Phospholipid IgM(Serum) 3= 0 A 4 ALE 29 234 2% 234
Anti Platelet Ab 2= HAZALE 2¢ 232 2% 23«
Anti Smooth Muscle Ab(IFA) 2= S AALE 29 234 2% 234
Anti Smooth Muscle Ab7d ZF 2= 0 4 ALE 2% 23¢ 28 234
Anti TS Ab 3= HAZALE 2% 232 28 24
Apolipoprotein E Genotype 2= BXHEEHAE 28 234 28 244
Aspergillus Ag 3= 0 A 4 ALE 28 244 2¢ 24¢
Aspergillus Ag(BAL) 3= M AHALE 28 244 28 24
BCR/ABL1(FISH) 3l = MZS™AALE! 2% 232 2% 25¢
bcr-abl (real-time PCR) 2 B EZHALE 28 23¢ 28 264
bcr-abl (real-time PCR)(BM) 2 BXIMEZAHALE 2% 234 2¢ 269
BCR-ABL major PCR = B S ZHALE 2¢ 232 2% 25¢
BCR-ABL major PCR(BM) = B2 ZHALE 2% 232 2% 25¢
BCR-ABL minor PCR = B S ZHALE 2¢ 232 2% 25¢
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25381 |BCR-ABL minor PCR(BM) = B2 ZHALE 2% 232 2§ 25¢
29065 [BRAF V600E mutation 4= B2 ZHALE 2¢ 23 23 25¢
29067 |BRAF V600E mutation(melanoma) 2= BXMEZHALE 2% 234 2g 25¢
70724 |C. difficile toxin A,B 4= A ZALE 2% 23« 23 23
01900 |Calcitonin ERac] SHO|SH A ALE! 2% 232 28 23¢!
02045 |Catecholamine 2F(24hr U) = E4SlSHAALE 29 234 28 244
02043 |Catecholamine 2F(Plasma) = E 515 ALE] 2% 234 2¢ 24
02056 |Catecholamine 3F(24hr U) = E4SlSHAALE 29 234 28 244
02053 |Catecholamine 3F(Plasma) = E 515 ALE] 2% 234 2¢ 24
71271 |Chlamydia culture U O| M2 ZHALE 28 234 28 244
50560 |Chlamydia pneumoniae IgG == H A AAE 2% 234 2% 234
50570 |Chlamydia pneumoniae IgM = M AALE 29 234 2% 234
42340 [Chlamydia pneumoniae PCR ey == B XA S A ALE] 2% 234 2% 234
50630 |Chlamydia trachomatis IgG 2AxF M AALE 29 234 2% 23
29256 |c-kit mutation 3} EXHE S HALE 23 24 38 3¢
42356 |CMV HZF (Real-time PCR) =l =1 B2 ZHALE 2¢ 23 28 25¢!
42135 |CMV culture 24 O|AH 2 A ALE 2€ 23¢ 2% 24«
42350 |CMV DNA(PCR) st= B2 ZHALE 2¢ 23 28 24
12725 |Copper(Cu) A= E 35t A ALE 2¥ 18¢ 2¥ 18¢
12726 |Copper(Cu)(24hr U) 2= E4SlSHAALE 2% 18¢ 2¢ 18¢Y
27790 [CYP2C19 major polymorphism = SHMH AR 2% 234 2% 254
27510 [CYP2C9 major polymorphism = SHN AL 29 234 2% 25¢
27517 |[CYP2C9,VKORC1 major polymorphism == SHMH AR 28 234 2% 254
00730 [(DHEA 3t SHO| St ALE! 2% 24¢ 2@ 25¢!
00855 |Dopamine(24hr U) = Eg|SHAALE 2%g 23¢ 28 24
00853 [Dopamine(Plasma) = E 45l SHAALE] 2% 234 2¢ 24¢
42935 |(EBV HZF (Real-time PCR) = BXE S ZHALE 2¢ 232 2% 25¢
42875 |EBV EA-DR IgG =l =1 A ZALE 2% 24¢ 28 24
42876 |EBV EA-DR IgG(CSF) =l HAZALE 2¢ 24¢ 2 249
42895 |EBV EA-DR IgM st= A ZALE 2% 24¢ 28 24
42896 |EBV EA-DR IgM(CSF) =l HAZALE 2¢ 24¢ 2 24¢
42900 |EBV EBNA IgG st= A ZALE 2% 24¢ 28 24
42902 |EBV EBNA IgG(CSF) =l HAZALE 2¢ 24¢ 2 249
42901 |EBV EBNA IgG(Plasma) st= HAZALE 2% 24¢ 28 24
42910 |EBV EBNA IgM o] =1 O 2 ALES 29 24 2% 24
42912 |EBV EBNA IgM(CSF) st= HAZALE 2% 24¢ 28 24
42911 |EBV EBNA IgM(Plasma) o] =1 O 2 ALES 29 24 2% 24
42920 |EBV PCR st BXMEZAHALE 2¥ 24 28 25¢!
40835 |EBV VCA IgG st HAZALE 2€ 24¢ 2€ 249
40836 |EBV VCA IgG(CSF) st= HAZALE 2% 24¢ 28 24
40845 |EBV VCA IgM [o]h=1 o O 2 ALE 2% 24 2% 24
40846 |EBV VCA IgM(CSF) st= H o ZALE 2% 24¢ 28 24
27664 |[EGFR gene mutation 2= B S ZHALE 2¢ 232 3¢ 2«
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Entero virus RNA(PCR) = B2 ZHALE 23¢ 2§ 25¢
Epinephrine(24hr U) = E4SlSHAALE 234 28 244
Epinephrine(Plasma) = E 515 ALE] 2% 234 2¢ 24
ERCC1 gene expression 2 SHN AL 29 234 2% 26
ERCC1,RRM1 gene expression 2 SHMH AL 2% 234 2% 264
Estrogen 25 SHO| St A ALE! 29 234 28 244
Factor 5 Leiden(FV:Q506) =2 BXMEZHALE 2% 234 28 244
Factor Ab \ll = SO 5} SEA ALE 2% 18¢ 23 18¢
Factor Ab IX = SO S| SHZ ALE! 18 28 18
Factor Assay VI 2= S OHG|SHAALE] 18« 2% 18¢
Factor Assay VI A= Si ol 5} SEA ALE 18 2% 18¢
Factor Assay IX 2= S OHG|ISHAALE] 184 2% 18¢
Factor Assayll = S US| SHAALE] 18 2% 184
Factor AssayV 2= SOHG|SHAALE] 18« 2% 18¢
Factor Assay X A== SMS|SHAALE] 18 2% 184
Factor Assay X I 2= S OHG|ISHAALE] 184 2% 18¢
Factor Assay X II A== S MS|SEAALE] 18 2% 184
First double _MS-hCG 2= SHO| St AFE! 234 2% 23
First double Marker = SHO| St A AFE! 2% 23¢ 2%g 23¢
First double Marker NT 2= SHO| St A AFE! 29 234 2% 234
FLT3 ITD/TKD 3t BXEEZHALE 2¢ 232 3¢ 3¢
FTA-ABS IgG 222 A ZALE 2% 23¢ 28 23
FTA-ABS IgG(CSF) 2=z HAZALE 2¢ 232 2% 23«
Gastrin (RIA) =2 SHO| St ALE! 2% 232 28 23¢
Gastrin (RIA)(Plasma) =2 Sl O|SH A AFE! 2¢ 232 2% 23«
Glucagon (RIA) 3} SHO| St A AFE! 28 244 2¢ 25¢
H. pylori Ag 2 HAZALE 2¢ 232 2% 23«
HBs Ag 83 ERaC] HAAALE 23 23¢ 23 23¢Y
HBV Drug mutation A= BXE S ZHALE 2¢ 232 2¢ 27¢
HCV Genotype (Sequencing) 2 BEXIMEZAHAE 29 234 2% 25¢
HCV RNA & ERaC] A4 S HALE 23 21¢ 23 23¢
HDV Ab (IgG) RS HAAALE 23 23¢Y 23 23¢Y
HEV Ab IgG %= HAZALE 2¢ 232 2% 23«
HEV Ab IgM = HAZALE 2% 232 28 23¢
Hippuric acid 3= E3lst A ALE 2 23¢ 2 23¢
HIV RNA H&F st BXMEZAHALE 2% 24¢ 28 25¢!
HLA A Typing (High) U= SxMeZAE | 2923y | 32w
HLA B Typing (High) i XSS HALE | 2¥E 23Y 3 2¢
HLA B27-PCR A= B EZHALE 2¢ 232 2% 23«
HLA B51 typing 2= B2 ZHALE 2% 232 28 24
HLA C Typing (High) U= SxMeZiAE | 2923y | 32w
HLA DQB1 Typing (High) 2 sxpMezAe | 2923y | 3wy
HLA DRB1 Typing (High) U= SxMeZiAE | 2923y | 32w
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25550 [HLA DRB1 Typing (Low) 2= B2 ZHALE 2% 232 23 26¢
42155 |HSV culture dra 0] 4= HAE 2¥ 23 2¢ 24
25605 [Huntington's disease 3} B XA S A ALE] 28 244 3¢ 3¢
20610 |Immuno Fixation EP o= E45lSHAALE 29 234 28 244
20612 |Immuno Fixation EP(24h urine) otz EAglSHHALE 2% 23¢ 2¢ 24
20611 |Immuno Fixation EP(RU) o= E4SlSHAALE 29 234 28 244
42165 |Influenza A Culture AxZ O S ZHALE! 2%¢ 23¢ 2¢ 25¢
42278 |Influenza A PCR(Subtype) 2,352 |S™MHETEA 29 234 28 244
42283 [Influenza A&B PCR 322 (83 ARA 28 23¢! 2% 24¢
42175 |Influenza B Culture 2= O/ A= HALE 29 234 29 25¢
01040 [Insulin Ab(RIA) 2= S o| St A ALE! 2% 232 2§ 23«
01852 |Integrated_MS-hCG A= SHO| St ALE! 2% 23¢ 28 23
51880 |Islet cell Ab B HAZALE 2¢ 232 2% 23«
27775 |[JAK2 V617F mutation st= B2 ZHALE 2% 232 28 27«
27661 [K-ras gene mutation 2= EXHE S HALE 23 23Y 38 2¢
30930 [LAC confirm A= SO 5} SEA ALE 2% 18¢ 23 18¢
30935 |[LAC screen ez S o 5| SHAALE] 2¥ 18¢ 2¥ 18¢
01300 |Leptin = SHO| St ALE! 2% 23¢ 28 24
20650 [Lipoprotein E.P sta E 35t A ALE 2¥€ 23¢ 2¢ 24¢
20651 [Lipoprotein E.P(BF) o= E4SlSHAALE 2% 23 2¢ 24¢
42551 |Malaria P. falciparum PCR 2= B XA S A ALE] 2% 234 2%g 25¢
42553 |Malaria P. malariae PCR 2AxZ BEXIMEHAE 29 234 2% 25¢
42554 [Malaria P. ovale PCR A= BXE S ZHALE 2¢ 232 2% 25¢
42552 |Malaria P. vivax PCR AxF BEXIMEZAAE 29 234 2% 25¢
42540 ([Malaria PCR A= BXE S ZHALE 2¢ 232 2% 25¢
42545 |Malaria PCR 2& Y= B2 ZHALE 2% 232 2@ 25¢!
42555 [Malaria PCR 4& A= BXE S ZHALE 2¢ 232 2% 25¢
12770 |Mangane(Mn) = E 5l SHAALE 28 214 2¢ 21
12771 |Mangane(Mn)(24hr U) =2 E SIS HAE 2¢ 21¢ 2¢ 21¢
12772 |Mangane(Mn)(RU) =2 ESlSHAAE 2% 21 28 21
00885 [Metanephrine 2F(HPLC) > E 35t A ALE 2€ 23¢ 2¢ 24¢
00886 [Metanephrine(HPLC) = E 45l SHAALE] 2% 234 2¢ 24¢
00892 [Metanephrine, Total(HPLC) == Eg|SHAALE 2% 234 28 244
12230 |Methylhippuric acid o= E 3l SHAALE] 2% 23¢ 2¢ 23¢
10775 |Methylmalonic acid % Z¥(24hr U) = E45lSHHALE 28 21¢ 2%¢ 23¢
10773 |Methylmalonic acid 4 Z¥(Plasma) = EgISHAAE 28 214 2¢ 23¢
10774 |Methylmalonic acid 4 2¥(RU) = E45lSHHALE 28 21¢ 2%¢ 23¢
20280 [Microalbumin(RIA) A=z SHO| St A ALE! 2% 232 28 23¢
20281 |Microalbumin(RIA)(ACR) AxF SHO| St A ALE! 28 234 2%¢ 23¢
27630 [MLL(FISH) 3l = MZS™AAE 2% 232 28 25¢!
42855 |MRSA(real-time PCR) AxZ SHN AL 2%¢ 23¢ 28 24
27266 [MTHFR 1298 A>C mutation 2= SHNHRLA 2% 232 2% 24¢
27265 |MTHFR(C677T) A= B S ZHALE 2¢ 232 2¢ 24¢
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42640 [Mycoplasma pneumoniae PCR ey == B XA S A ALE] 2% 234 2% 234
27541 [NMP22 =2 A ZALE 2% 23« 23 23
00845 |Norepinephrine(24hr U) = E 515 ALE] 2% 234 2¢ 24
00843 [Norepinephrine(Plasma) = E45lSHAALE 29 234 28 244
00887 [Normetanephrine(HPLC) > E 5|5t A ALE 2% 232 28 24
42571 |Norovirus Ag o= 0 4 ALE 29 234 2% 234
29445 [NPM1 mutation analysis 3} B XA S A ALE] 28 244 3¢ 3¢
01611 [NSE 3= SHo| St A ALE! 2% 23« 23 23
30690 |PAI-1 = HAZALE 2% 232 2§ 23«
42195 |Parainfluenza culture 2= O/ A= HALE 29 234 29 25¢
42660 ([Parvo virus B19 DNA 3= BXMEZHALE 2% 232 28 24
12806 |p-Cresol = ESISHAAE 2¥ 18¢ 28 21
26581 |[PDGFRA(FISH) ot NZS™AALE 2¥€ 23¢ 2¥E 25¢!
26582 [PDGFRB(FISH) 3= MNZS™AAE 2¢ 23 28 25¢!
12805 |Phenol e E 55t A ALE 2¥ 18¢ 2¢ 21¢
01640 |[PIVKA-2 ez A ZALE 2% 23¢ 28 23
51920 |[Platelet Associated Ab =2 0 4 ALE 2% 234 2% 234
26600 [PML/RARA(FISH) 3= MNZS™AAE 2¢ 23 28 25¢!
25710 |PML-RARa (nested RT-PCR) = BXE S ZHALE 2¢ 232 2% 26¢
25712 [PML-RARa (nested RT-PCR)(BM) & B2 ZHALE 2¢ 23 28 26
25713 |PML-RARa (real-time PCR) = BXEEZHALE 2¢ 232 2% 26¢
25714 [PML-RARa (real-time PCR)(BM) = B2 ZHALE 2¢ 23 28 26
42670 [Pneumocystis jirovecii PCR 2 SHMH AR 28 16 2% 234
42682 |Polyomavirus(BK) PCR 2 SHN AL 2¥ 16 2% 234
42685 |Polyomavirus(BK) PCR QN 2= SQENH AR 2¥€ 23¢ 2 25¢!
42686 |Polyomavirus(BK) PCR QN(CSF) 245 SHN AL 29 234 2% 25¢
42680 |Polyomavirus(BK,JC) PCR < SQENH AR 2 16 2¥€ 23¢
42683 |Polyomavirus(JC) PCR 2 SHN AL 28 16 2% 234
11760 |Porphobilinogen o= Eg|SHAALE 2g 18¢ 2g 18¢
01081 |Proinsulin 245 SHO| St A AFE! 29 234 2% 26
30730 |[Protein C Activity A= S o 5| SHA ALE] 2¥ 18¢ 2¢ 18¢
30740 |[Protein C Antigen =2 S AALE 29 234 2% 234
30750 |[Protein S Activity A= S o 5| SHA ALE] 2¥ 18¢ 2 18¢
30760 [Protein S Ag(free) =2 HAZALE 2% 232 28 23¢
30770 |Protein S Ag(total) =2 HAZALE 28 23¢ 28 234
27895 [Prothrombin G20210A Mutation st BXMEZAHALE 2¥ 24 28 27¢
01930 (PTH st sHo|stH ALE! 2€ 24¢ 2¢ 25¢!
01931 [PTH(Plasma) =l S o| St A ALE! 2% 24¢ 28 25¢!
52390 |QuantiFERON-TB el HAZALE 2¢ 232 2% 23«
51960 |RA Factor IgA = HAZALE 2% 232 28 23¢
51950 |RA Factor IgG = HAZALE 2% 23¢ 28 234
01370 |Renin Activity 3= oSt ALE 2% 24¢ 2% 25¢
27360 |RRM1 gene expression 2 SHN AL 28 234 28 264
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42225 [RSV Culture =] 0] 4= HAE 2% 23¢ 29 25¢
42690 |Rubella Virus RT-PCR 4= B2 ZHALE 2% 23« 23 25¢
42700 [Salmonella PCR st=E B2 ZALE 2% 232 23 26¢
01720 |[sccC g SHo| st A ALE! 2% 23« 23 23
01721 |SCC(BF) A=z S o| St A ALE! 2% 232 2§ 23«
01845 [Sequential 1st 2= SHO| St A ALE! 29 234 2% 234
01846 [Sequential 1st NT A=z S o| St A ALE! 2% 232 2§ 23«
51985 |SMA(SMN1 7&8, NAIP 4&5) = B2 ZHALE 2% 23« 33 9¢d
51986 |SMA(SMN1 7&8, NAIP 5&13) 2 B2 ZHALE 2% 232 3¢ 9
12460 |Stone Analysis 44 25 E4SlSHAALE 28 214 2¢ 21¢
00320 |[TBG (RIA) 2= S o| St A ALE! 2% 232 2§ 23«
00530 |Testosterone, Free st SHO| St AFE! 28 234 28 234
30970 [Thrombin Time AxZ HOHSISHAALE 2g 18¢ 2g 18¢
60005 |[Total IgE (Unicap) o= E4SlSHAALE 28 244 2¢ 24¢
52271 |Toxocariasis Ab IgG = HAAALE 2% 23¢ 2%g 23¢
43510 |Toxoplasma DNA PCR 23= BEXIMEHAE 29 234 2% 26
26770 |TP53 gene, mutation 3} =AY EHALE | 28 23Y 3 9¢
01770 |[TPA sta SHO| St ALE! 2% 23¢ 28 23
01772 |TPA(BF) sta Sl O|SH A ALE! 2¢ 232 2% 23«
02110 [Urinary Bladder Cancer Ag 3= SHO| St A AFE! 29 234 2% 234
42230 |Varicella-Zoster Culture 2= O|A S HALE! 2% 234 2% 244
42740 |Varicella-Zoster DNA(PCR) 2= BEXIMEHAE 29 234 28 244
11340 |Vitamin A %= E 35t A ALE 2¥ 18¢ 2¢ 18¢
11386 |Vitamin B6 (PLP) = ESlSHAAE 2% 21 28 23¢
11415 |Vitamin C = E+3lstHALE 2¢ 21¢ 2¢ 21¢
11410 [Vitamin C(Plasma) = E 45l SHAALE] 29 214 28 214
11420 |Vitamin E %= E 35t A ALE 2¥ 18¢ 2¢ 18¢
27518 [VKORC1 genotyping = SHN AL 29 234 2% 25¢
00920 (VMA Mzt st E3st A ALE 2¢ 17¢ 2 18¢
30830 [von-Willebrand's Antigen =2 S AALE 29 234 2% 234
42856 |[VRE(real-time PCR) 4= SQENH AR 2€ 23¢ 2¢ 24¢
29610 |Y-chromosome microdeletion 2= BEXIMEZAHAE 29 234 28 274
12855 |Zinc(Zn) 4= E3lst A ALE 2¥ 18¢ 2 18¢
12856 |Zinc(Zn)(24hr U) A=z ESletHAE 2% 18¢ 28 18¢
01420 (B2-Microglobulin AxF SHO| St A ALE! 28 234 2%¢ 23¢




