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ACTH (RIA) 9| d2+a |18 25%(x)| 18 26Y(S)
Adenovirus culture MEHA} g2z 18 252()| 18 28Y(E)
Adenovirus DNA MH A+ AT | 1€ 259(F) | 1Y 27Y(B)
Adenovirus IgM A A ALES ot 18 25¢ () | 18 25¥ (%)
ADH oSt HALE E 18 25U ()| 18 27¥(3)
AFB Sensitivity HWEAAE g |18 259(5)| 2E 25¢ o™
Aldolase 2t St A ALE e 18 25%U() | 18 25¥YU (%)
Aldosterone (RIA) O|SH A ALE! o= 18 252 ()| 18 252 (x)
ALP Isoenzyme StetA AL = 18 25% () | 18 26Y(S)
AMH A g |18 259(3)| 18 259U(x)
AML1/ETO (nested RT-PCR) HHFA = 18 252 ()| 18 27¢2(8)
AML1/ETO (real-time PCR) AT 2 18 252 ()| 1€ 279 ()
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51480 |(Anti Platelet Ab HAHAE 2= 18 25¢ ()| 18 25¥U(x)
51520 |Anti RNP Ab HAHAE - 13 25%(5) | 18 25Y(F
51560 |Anti Smooth Muscle Ab(IFA) HAZALE e 18 252() | 18 25 (%)
51565 |Anti Smooth Muscle Ab%d ZF HAAAE a4 18 252() | 1 259(x)
51620 |Anti TS Ab H A AAE o) 2= 18 252() | 1€ 264(2)
25330 [Apolipoprotein E Genotype B2 ZHALE 2= 18 25Q()| 18 26Y(F)
85951 |Bacterial Identification SQHEH AR = 1 25Q()| 28 024 (F)
27566 |bcr-abl (real-time PCR) S™H AL % 18 252(p) | 18 27(F)
86500 [BDNF Val66Met polymorphism [ A 2= 1 25Q() | 28 024 (H)
11941 |Bone ALP HAHAE H24e |18 25%(s)| 18 25e€()
29070 |BRAF V600E gene mutation SHH AR st=a 1 25Q() | 18 27¥(B)
70725 |C. difficile toxin A,B HAHALE g |18 25%(3)| 18 25¢(x)
01452 [CA15-3 (RIA) SHO| St ALE ERaC] 18 25¢ () | 18 25¥ ()
01900 [Calcitonin SHO|SHZ ALE! A2 18 252() | 18 25 (%)
71270 |Chlamydia culture 0|4 = HALHE g2z 1 25Q()| 18 28YU(E)
71271 |Chlamydia culture (CH{) O|MEZAE! = 1 25Q()| 18 28YU(E)
50560 |Chlamydia pneumonia IgG HAZHALE > 18 25Q() | 18 25U (x)
50570 |Chlamydia pneumonia IgM HAZHALE = 1 25Q()| 18 25 (%)
42340 |Chlamydia pneumonia PCR B EZHALE =1t 18 252() | 18 27¥€(2)
42240 |Chlamydia trachomatis Ag HAAALE d+g |18 25%¢(x) | 18 25¥¢(%)
50630 |Chlamydia trachomatis IgG HAAAE = 18 25Q() | 18 25U (x)
50640 |Chlamydia trachomatis IgM MO HALE & 18 25¢ () | 18 25¥ ()
42336 |Chlamydia trachomatis PCR SHH AR = 1 25Q() | 18 27Y(3)
12700 |Chromium(Cr) EglSHAALE 3} 18 252() | 18 259(x)

25107 |Chromo(Animal Stem/common) |[A|Z S HA}LE! 3l == 3FR

25108 |Chromo(Animal Stem/rare) NEZESMAAE 23 =2 3FS

25105 |Chromosome Analysis(Stem) MNZSHAAE 2= == 2FES
10520 |[Citrate E 4315 ALEl s} 18 25¢()| 18 25¥(x)
25370 |CML-major PCR SEH AR = 18 25Q() | 1€ 274(3
25380 [CML-minor PCR SHENHRA 2 18 252(%) | 18 2743
42356 |CMV HZF (Real-time PCR) S™EH AL = 18 252() | 1€ 274(&)
42135 |CMV culture O MEZHALE 23 18 252() | 18 28U(E)
42350 |CMV DNA(PCR) SHN AL =1 18 252() | 1€ 274(&)
12710 |Cobalt(Co) E 23l ALE =l 18 252() | 18 259(x)
12725 |Copper(Cu) E3istHAE Bkl 18 25¢(x)| 18 25¢(x)
00703 |Cortisol (RIA) SHO|SHA ALE! 2= 18 252() | 18 259(x)
01542 |CYFRA 21-1 (RIA) SHo| st A ALE! 2= 18 252() | 1€ 26Q(2)
12381 |Deoxypyridinoline(DPD) M AALE E 18 25¢ () | 18 25¥Y ()
00730 [DHEA i O| 574 ALE s} 18 25%()| 18 26¥YU(F)
25211 |DR-70 HAHALE o5 13 25%() | 18 25¥Y(x)
42935 |EBV dZF (Real-time PCR) S™EH AL = 18 252() | 1€ 2794(&)




201214 AEAF = Qoto] HALEEO| = E LI}
o= " E)
HAPRE HAPH HAEN AR Y 74“;’5:{; 74Al?z':§1°|
(=] = =
42876 |EBV EA-DR IgG HAAALE st= 18 25Q()| 18 25U (x)
42895 |EBV EA-DR IgM HAHAHE otg 18 25Q ()| 1E 25U (¢
42890 |EBV EA-DR IgM(’d ) S A ALE] o= 18 252() | 1€ 259(x%)
42900 |EBV EBNA IgG HAAAE b= 18 25%() | 1E 25%U(x)
42910 |(EBV EBNA IgM HAAALE st= 1 25Q()| 18 25U (x)
42920 |EBV PCR SEMAHZLA 3} 18 252() | 18 27 ()
40835 |EBV VCA IgG HAAALE stz 18 252()| 1¥ 25 (%)
40830 [EBV VCA IgG(8F) HAAHALE ot 18 25% ()| 18 25¥¢ ()
40845 |(EBV VCA IgM S A ALE o= 18 252() | 1€ 259(x%)
40840 [EBV VCA IgM(EE) HAHAE ete 18 25¢(x)| 18 25%(s)
01220 |[ECP HAHALE st 13 252 (5) | 18 252(5)
27664 |EGFR gene mutation STEH AL 5 18 192¢(F)| 18 27¥¢(8)
50335 |Entamoeba histolytica IgG HAZALE 42T |18 25Q() | 1€ 25U (xp)
42370 |Entero virus RNA(PCR) S™H AL = 1 25Q() | 18 27¢(3)
00450 [Estrogen SHO|SHZ ALE! 4= 18 252(%)| 18 26Y(8)
25401 |Express study-18Chromosome [MZSFZAAIE | 12 2124(E) | 1€ 23Y(Y)| 1¥ 2324(Y)
25415 |[Express study-21Chromosome |[MZQFZAAIE | 19 212(E) |19 23Y4(Y)| 1€ 234(Y)
30650 |Factor 5 Leiden(FV:Q506) BXAH S HALE =2 18 262 (2)| 1€ 27 (&)
01851 [First double _MS-hCG S O|SHZ ALE! = 18 252(%) | 18 25 (%)
01840 |[First double Marker SHo|at A ALE 2= 1 25Q()| 18 25 (%)
01850 [First double Marker NT SHO|SHZ ALE! = 18 252(%) | 18 25 (%)
26245 |FLT3 ITD/TKD SN AL o} 18 252() | 2¥ 0294(H)
11281 |Folate (RIA) SHO|SHA ALE! o= 18 252() | 1€ 259(x%)
00762 |Free Cortisol (RIA) SHOo| St ALE! 2 18 252 ()| 1€ 252 (x)
25891 |Free Kappa light chain QeI SHAALE] == 18 25Q() | 18 25U (x)
25615 |Free Lambda light chain QAUBSISHAALE] =g 13 259 (F) | 1E 25¥Y(d)
01681 |free PSA (RIA) SHO|SHA ALE! st 18 252() | 1€ 259(x%)
50960 |FTA-ABS IgG HAHALE 2= 18 25Q(5) | 1E 25¥U(s)
50975 |[FTA-ABS IgM HAHAE 2= 18 252(%) | 18 25 (%)
85676 |FTO fHXtAHA} TN A E 18 25%(x)| 28 02¥(F)
00061 [GH (RIA) SHO| St ZALE ot= 18 25 ()| 18 25¥U ()
01000 |Glucagon (RIA) sho|st A ALE =l 18 252() | 18 274(F)
42380 |H. pylori PCR SHEM AL = 18 252() | 1€ 27¢4(R)
50140 |[HBV DNA (PCR) SRS HAE -3 18 252() | 18 259(x)
50204 |HBV Drug mutation BEXHEEHAE Y= 18 252() | 1€ 30Q(")
52360 [HCV Genotype (Sequencing) B EZHALE =B 18 252() | 18 27¥€(8)
50241 |HCV RNA g A4S HALE ERaC] 18 25 ()| 18 25¥U ()
50265 |HDV Ab (IgG) HAAHALE RS 18 25%(x)| 18 25%(sx)
20490 [Hemoglobin E.P E 43lStAALE = 18 252() | 18 26Y(2)
50280 |HEV Ab IgG H A AAE = 18 252() | 18 259(x%)
50290 [HEV Ab IgM 0 O Z{ AL ES 18 259(4) | 18 259¢U(3)
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Histone Ab HAAALE o} 18 25%(x)| 18 25%(x)
HIV Ag(AIDS Ag) HAHALE 2 18 25U ()| 18 25U (s
HIV RNA g =AY = HAE ol 18 25%()| 18 26¥(5)
HIV virus PCR SQEMAHEZLA e 18 252() | 18 27 ()
HLA A Typing (High) =AY = HAE Ehal 18 25%(x)| 28 01(x)
HLA A Typing (Low) = A S HALE e 18 25¢(x)| 28 012(s)
HLA B Typing (High) =AY = HAE ekl 18 25%(x)| 28 01(x)
HLA B27-PCR = A S HALE i 18 25¢(x)| 18 25%(s)
HLA B51 typing =AY = HALE g 18 26YU(5) | 18 27¥€(3)
HLA C Typing (High) =AY = HAE i 18 25%(x)| 28 012(s)
HLA DQB1 Typing (High) =AY = HAE ol 18 25% ()| 28 01¥(x)
HLA DR Typing (Low) EXHYE HALE Bk 18 25% ()| 18 30 (E)
HLA DR Typing(High) =AY = HAE Ehal 18 25%(x)| 28 01¥(x)
HPV 16 A S HALE g-= 18 25¢(x)| 18 262(F)
HPV 18 A S HALE ad-= 18 25¢%(x)| 18 26¥(F)
HPV DNA Probe (High risk) HAAAE o= 18 252() | 18 259(x)
HPV Genotyping(Sequencing) TN A g |18 2589(x)| 18 27€(3)
HPV Screening BRI S AALE 2-3 18 25¢() | 1E 26YU(S)
HSV culture 0| = HAHE g |18 258%(x)| 18 28Y(E)
HSV IgG HAAHALE g2+=2 |18 25%(%)| 18 25%U(x)
HSV IgM HAHALE de=g |18 25%(%)| 18 25%€U(x)
HSV Type 2 IgG 01 O 24 ALl 32 |18 259($)| 18 259()
HSV Type I(PCR) =AM = AALE H 18 25Q(x) | 1E 26YU(S)
HSV Type II(PCR) =AY = HAE RS 18 25%(x)| 18 262(F)
HTLV 1, 2 PCR TN A e 18 25¢(x)| 18 27¢(3)
HTTLPR polymorphism SQENH AR 25 18 252() | 28 02Y€(F)
Huntington's disease SHEM AT 3} 18 252() | 28 02¥(F)
Immuno Fixation EP E 38t HALEl stead (18 259 ()| 1¥ 26Y(S)
Immuno Fixation EP (Serum) E+3lstHALE st 1 25Q() | 18 26Y(H)
Influenza A Culture 0| = ZHAHE 2= 1 25Q()| 18 28YU(E)
Influenza A(H1IN1) PCR B ESZHALE oy o= 18 252(4) | 18 252 (x)
Influenza B Culture 0| S HALE 2 1 25Q()| 18 28YU(E)
Insulin (RIA) SHO| St ZALE RN 18 25 ()| 18 25¥YU ()
Integrated 1st_PAPP-A SHo|at A ALE 2= 1 25Q()| 18 25U (x)
Integrated 1st_PAPP-A,NT SHo|st A ALE! Y= 18 25Q() | 18 259 (x)
Integrated_MS-hCG SHo|at A ALE 2= 1 25Q()| 18 25U (x)
Islet cell Ab HAHALE T 18 25 ()| 18 25¥U ()
JAK2 V617F mutation SHN AL =l 18 252(x) | 28 0294(B)
K-ras gene mutation QEMATA & 18 25U ()| 18 27¥€(3)
LAC confirm &S NS} SHZ ALE st2 18 25Q ()| 1E 25%U()
LAC screen SIS HALE ota 18 25% () | 18 25¥U ()
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20650 [Lipoprotein E.P E 31 SHAALE o= 18 252() | 18 26Y(8)
85490 |M.pneumoniae group Typing SHMHATA = 18 20¢(3)| 18 27¢(3)
42551 |Malaria P. falciparum PCR S XA 2 A ALE! e 18 252(5) | 18 27€4(3)
42553 |Malaria P. malariae PCR B2 ZHALE 2= 18 252(p) | 18 27(F)
42554 |Malaria P. ovale PCR SEXHAE HALE = 18 25¢() | 18 27¢(8)
42552 |Malaria P. vivax PCR B2 ZHALE 4= 18 25¢(p) | 18 27(F)
42540 ([Malaria PCR SRS HALE 2= 18 252() | 1€ 27(&)
42545 |Malaria PCR 2& 2 S HALE A2 18 252() | 18 27 ()
42555 |Malaria PCR 4% S XY S HALE 2= 18 252() | 1€ 27(&)
41680 |Measles virus IgG(ELISA) 0 A ZHALE 3} 18 252 ()| 18 252 ()
41690 |Measles virus IgM(ELISA) HAZHAE =1t 18 252(%) | 18 25 (%)
20280 |Microalbumin(RIA) SHOo| St ALE! 2dxZ 18 252 ()| 1€ 252 ()
27265 |MTHFR(C677T) SRS HALE 2= 18 252() | 1€ 26Q(2)
41730 |Mumps virus IgG (ELISA) A ZHALE! = |18 25¢%(3)| 18 25¢()
41740 [Mumps virus IgM (ELISA) H S AAE 2= 18 252() | 1€ 259(x%)
52300 |Mycoplasma pneumoniae IgG HAZHAE 4= 18 25Q() | 1E 25%U(x)
52310 [Mycoplasma pneumoniae IgM HAAHAE 4= 18 252()| 18 25 (%)
42640 |Mycoplasma pneumoniae PCR |2 X S ZALE! 3t= 18 25¢(x)| 18 25%(s)
11685 |Neonatal Biotinidase E+SlstHALE = 1 25Q() | 18 27¥(B)
11705 |Neonatal GALT E ol stHALE 23 18 252(p) | 18 27(F)
01611 [NSE ol A ALE 2= 13 252 (5) | 18 252(5)
01612 [NSE (RIA) SHO| St HALE 2= 18 25Q ()| 1E 25%U(s)
12280 [NTx HAAAE st 18 252() | 1€ 259(x%)
20320 |[Oligoclonal IgG band E3lstHAE = 1 25Q()| 18 26¥(F)
01921 [Osteocalcin (RIA) S O|SHZ ALE! sta 18 252(%) | 18 25 (%)
10800 |Oxalic acid E L3l SHAAE st 18 25Q(5) | 1E 25%U()
30690 |PAI-1 HAAAE %> 18 252(%) | 18 25 (%)
01841 |PAPP-A S oot HALE 2= |18 258(x)| 18 258(s)
01859 |PAPP-A(MZLH) SHO| St ALE ERaC] 18 25¢ ()| 18 25¥ ()
42195 [|Parainfluenza culture DM EHALE 23 1 25Q()| 18 28YU(E)
42660 |Parvo virus B19 DNA B ESZHALE 3= 18 252($) | 18 2624(8)
41780 [Parvo virus B19 IgG HAHALE 3t 18 25¢U($) | 18 25<(x)
41790 |Parvo virus B19 IgM HAZALE 3} 12 252(%) | 19 25U (%)
12805 [Phenol St HAE RS 18 25¢(x)| 18 27€(3)
01640 [PIVKA-2 A HAE 2l 18 252(F) | 18 26Y (%)
30710 |Plasminogen Mol stHAE ot 18 25Q(5) | 1E 259U()
25710 |PML-RARa (nested RT-PCR) S™EH AL = 18 252() | 1€ 27(&)
25713 |PML-RARa (real-time PCR) SMH AL = 18 252() | 18 274(F)
42670 [Pneumocystis jirovecii PCR SHH AL = 18 25Q() | 18 27¢(3)
42682 |Polyomavirus(BK) PCR SMH AL = 18 252() | 18 274(F)
42680 [Polyomavirus(BK,JC) PCR QMM TA = 18 25Q() | 1¥ 27¢(3)
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42683 |Polyomavirus(JC) PCR SN AT = 18 252() | 1€ 27¢(B)
11770 |Porphobilinogen 743k E 43St ALE o= 18 25Q()| 18 25 (x
11760 |Porphobilinogen 744 E 3l StAALE st= 18 25Q()| 18 25U (x)
01081 |Proinsulin sH O| &t ZA ALE 4= 13 259 () | 13 30 (F)
27895 |Prothrombin G20210A Mutati BEXHMEZAALE 3} 18 252()| 2¥ 01¥ ()
01962 |PTH-Intact (RIA) SHo|St A ALE! 25 18 252() | 18 259 (%)
10811 |Pyruvic Acid ESlstHAE = 1 25Q()| 18 25U (x)
52390 |QuantiFERON-TB HAZHALE e 18 25Q() | 18 259 (%)
83712 |QuantiFERON-TB(EZA) HAZAAE A 18 25Q(5) | 1E 259U()
51960 |RA Factor IgA HAHAHE - 18 25Q() | 1E 25%U(x)
51950 |RA Factor IgG HAZALE = 18 25Q() | 18 25U (x)
01370 [Renin Activity SHo| St ALE el 18 25Q(x) | 1E 26YU(S)
42225 |RSV Culture 0|4 = HALHE g2z 1 25Q()| 18 28YU(E)
42820 |[RSV IgG(IFA) HAHAHE ot 18 25Q() | 1E 25%U(x)
42830 |RSV IgM(IFA) HAZALE 3t 18 25Q()| 18 25U (x)
42690 |Rubella Virus RT-PCR EXMEHALE d2+a |18 259(s)| 18 27¢(3)
01720 |[scc SHO| St ALE ERaC] 18 25%(x)| 18 25¥(x)
01845 |Sequential 1st SHO|SHZ ALE! 2= 1 25Q()| 18 25 (%)
01846 |[Sequential 1st_NT SHO|St A ALE! Y= 18 25Q() | 18 25U (x)
12421 |SHBG (RIA) SHO| St A ALE! 3t 18 25Q()| 18 252 (x)
51985 |SMA(SMN1 7&8, NAIP 4&5) SHH AR = 1 25Q() | 28 02¢4(H)
51986 |SMA(SMN1 7&38, NAIP 5&13) SHENHRA = 18 25Q()| 2€ 02¢4(8)
00152 |[Somatomedin-C (RIA) SHo|st A ALE! 4= 18 25Q() | 18 25U (x)
12460 |Stone Analysis 8 ESISHHALE = 18 252() | 18 259(x)
00530 |[Testosterone, Free sHo|sh A ALEL =l 18 25Q() | 18 25U (x)
00351 |Thyroglobulin (RIA) SHO| St A ALE = 1 25Q()| 18 25 (%)
01770 [TPA S oSt H AL 3t= 18 25%(x)| 18 25¢(x)
00381 |TSH-R-Ab (RIA) SHO| St A ALE! == 18 25Q()| 18 25¢(x)
02110 [Urinary Bladder Cancer Ag SHo|st A ALE! o= 18 25Q() | 18 25U (x)
42230 [Varicella-Zoster Culture DM EHALE 23 1 25Q()| 18 28YU(E)
42740 |Varicella-Zoster DNA(PCR) B ESZHALE 3} 18 252(4) | 18 252 (x)
42050 |[Varicella-Zoster IgG(ELISA) HAZALE 3= 18 252¢() | 18 25¥Y(=)
42060 [|Varicella-Zoster IgM(ELISA) 0 ZHALE o= 18 252(4) | 18 252 (x)
11360 |Vitamin Bl ESletHAE = 18 252()| 18 26Y(8)
11391 |Vitamin B12 (RIA) SHo|st A ALE! o= 18 25Q() | 18 259 (x)
11370 |Vitamin B2 ESletHAE 3t 18 252()| 18 26Y(8)
00920 |VMA d& STt EALE ot 18 25% ()| 18 26Y(S)
12855  |Zinc(Zn) SotstHALE Ek 18 25¢ () | 18 25¥Y ()
01420 |B2-Microglobulin SHo| st A ALE! = 18 252 ()| 18 259 (x)
11820 [8-ALA E43lStAALE sta 18 25¢(x)| 18 25¥(x)




