00590 |17-KS 2= ELSIstHAE | 108 042 | 10E 05
00610 [17-OHCS B E4olstAAE 109 042 | 108 05
00410 |17a-OH-Progesterone =2 |SHOo|SHAHALE 10€ 02¢ | 10€¥ 02¢
00411 |17a-OH-Progesterone 2= |[SHo|StAALE! 10€ 022 | 10€¥ 02¢
00825 |[5-HIAA 7T 3} HAZALE 10E 029 | 10¥ 02¢
00826 |5-HIAA 72k 3t A ZALE 10E 029 | 10¥ 02¢
00821 |5-HIAA 7d2k(24h Urine) 3} H A A AE 10€ 02 | 10€ 02¢
00810 |(5-HIAA ™M sta E43lstAAE 109 029 | 10 02
70762 |EAM84 Endotoxin T | HAZAAE 10E 029! | 10¥ 02¢Y
42307 |EE7|dl0o|2{A 155 PCR g ([EAMEESEAME| 10€ 022 | 10E 04
42306 |=2Z7|H0|2{A 6F PCR g ([EAFEES4AE | 108 029 | 10E 04
42252 |EE7|d}0|2{A culture 25 27 (OMEEAE 10E 029! | 10¥ 06
42253 |ZE7|d}0|2{A culture 35 47 (OJMESZHAE 10€ 022 | 10& 06
42254 |ESE7|H}0|2{A culture 45 27 (OMEEAE 10E 029! | 10¥ 06
42255 |Z=E7|d}0|2{A culture 55 47 (OJMESZHAE 10€ 022 | 10& 06
10190 |ACE =2 QHISISHAALE! | 1089 042 | 10€ 04
10191 |ACE == QHISISHAALE!N [ 10¥] 049 | 10€ 049
65490 |Acetaminophen 2z (YESISHAALE| 108 022 | 10¥ 02
25000 |Acetylcholinesterase ey == E SISt AAE | 10¥ 022 | 10 04
01140 |Ach-r-Binding Ab = SHO| St A AFE! 10€ 04 | 10E 04
01150 |Ach-r-Blocking Ab 3= Sl O|SH A AFE! 10 04 | 10E 04
00011 |ACTH (RIA) 27 |SHO|StZAA}LE! 10€ 04 | 10E 05¢
42105 |Adenovirus culture 2=z |OMEZHAME 102 022 | 10€¥ 06
42320 |Adenovirus DNA Y2 (SEMHAHZLA ko] S 233}

40260 |Adenovirus IgM 3} HAZALE 108 029! | 10¥ 02¢Y
40261 |Adenovirus IgM 3} 0 4 ALE 102 02¢ | 10 02¢
00030 |ADH = S o| St A ALE! 108 04 | 10& 06
70430 |AFB Sensitivity 22 |0 ESZAME 09E 28 | 10¥ 29¢
10220 |Aldolase 2 E3lstAALE| 109 029 | 10€ 02Y
00650 |Aldosterone (RIA) o= SHO| St ALE! 10€ 022 | 10¥ 02Y
00651 |Aldosterone (RIA) ol = S o| St A ALE! 108 02¢ | 108 02¢
20560 |ALP Isoenzyme = ExSIstAAE | 109 022 | 10 04Y
00675 |AMH 4= ([HAZAALE 108 02¢ | 108 02¢
25320 |AML1/ETO (nested RT-PCR) 2 SEXMSHAE | 108 022 | 10E 05
25321 |AML1/ETO (nested RT-PCR) 2 BXMMSEAE | 10€ 022 | 108 05
25325 |AML1/ETO (real-time PCR) 2 22X SHAE | 108 022 | 10E 05
25326 |AML1/ETO (real-time PCR) 2 BXMMSEAE | 10€ 022 | 108 05
51080 |Anti Cardiolipin IgG 3= HAZALE 10E 029 | 10¥ 02¢
51090 [Anti Cardiolipin IgM 3= HAZALE 108 02¢ | 108 02¢
51152 |[Anti dsDNA Ab (IRMA) st SHO|SHZA ALE] 10€ 02 | 10E 02¢
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51360 |Anti LKM Ab 2= HAZALE 108 04 | 10¥ 04Y
52100 |Anti MAG Ab 3t A ZALE 10E 029! | 10¥ 02¢
52101 |Anti MAG Ab 3} H A AAE 108 02¢ | 10E 02¢
51380 |[Anti Mitochondrial Ab(IFA) 2= A ZALE 10€ 022 | 10€¥ 02¢
51420 |Anti Parietal cell Ab e HAZALE 10E 029 | 10¥ 02¢
51450 |Anti Phospholipid IgG ey 2= M AALE 10€ 022 | 10€¥ 02¢
51451 |Anti Phospholipid IgG o= 0 4 ALE 10€ 02 | 10€ 02¢
51460 |Anti Phospholipid IgM 3= 0 4 ALE 10 02¢ | 10 02
51461 |Anti Phospholipid IgM 3= 0 4 ALE 10€ 02¢ | 10¥ 02¢
51480 |Anti Platelet Ab 2= HAAAE 10€ 02 | 10E 02¢
51560 |Anti Smooth Muscle Ab(IFA) = HAZALE 10E 029 | 10¥ 02¢Y
51565 |Anti Smooth Muscle Ab7 2F 2 M AALE 108 02¢ | 10 02
51620 |Anti TS Ab 3= HAZALE 10E 029 | 10¥ 02¢Y
25330 |Apolipoprotein E Genotype 2= SN EHAAIE | 10 022 | 108 04
27566 |bcr-abl (real-time PCR) = BXMESEAE | 108 022 | 10E 05
27567 |bcr-abl (real-time PCR) 2 SN EHAAIE | 10E 029 | 108 05
29070 |BRAF V600E gene mutation sta 2 S HALE | 108 0224 | 108 08
29065 (BRAF V600E mutation =l SHN AR sta 53

70725 |C. difficile toxin A,B Z | HAAAE 10E 029 | 10¥ 02¢Y
01452 |[CA15-3 (RIA) 27  |SHO|StZAA}LE! 10€ 02 | 10E 02¢
12692 |Cadmium(Cd) > E+Slst4ALE | 108 042 | 108 04
12693 |Cadmium(Cd) = ESlst4AE | 108 042 | 10E 04
01900 |Calcitonin T |SHO|SHAALE! 108 029 | 10¥ 02¢Y
02048 |Catecholamine 2F 2= EASISHAALEN 10¥ 042 | 10€ 05¢Y
02057 |Catecholamine 3F 2= ESIstHAE | 108 042 | 108 05
71270 [Chlamydia culture a3 |O|MEZHAE 10€ 022 | 10€ 05¢Y
50560 |Chlamydia pneumonia IgG = HAZALE 102 04 | 10€¥ 04
50570 |Chlamydia pneumonia IgM = S AALE 102 04 | 10 04
42340 |Chlamydia pneumonia PCR 3} BEXMSHAE | 10€ 022 | 10¥ 059
42240 |Chlamydia trachomatis Ag 27 [HAZALE 102 02¢ | 10 02¢
50630 [Chlamydia trachomatis IgG 2=z |HAZAE 102 022 | 10€¥ 02¢
50640 |Chlamydia trachomatis IgM 2 S AALE 10€ 022 | 10E 02¢
12700 |Chromium(Cr) =l Eglst4ALE | 108 022 | 108 02
12701 |Chromium(Cr) 3t E+3lat4AE | 108 022 | 108 02¢
12702 |Chromium(Cr) =l E+glst4ALE | 108 022 | 108 02
10520 |Citrate =l E+3lat4AE | 108 022 | 108 02¢
25370 |CML-major PCR 2 BXMMSEAE | 10€ 022 | 108 05
25371 |CML-major PCR 2 SEXMSHAE | 108 022 | 10 05
25380 [CML-minor PCR 2 BXMSEAE | 108 022 | 108 05
25381 [CML-minor PCR 2 SEXMSHAE | 108 022 | 10 05
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42356 |CMV FZF (Real-time PCR) 2 EXMSHAE | 10€ 022 | 10€ 059
42135 |CMV culture Y2 (OMEZHALE | 108 02 | 10¥ 05
42350 |CMV DNA(PCR) 3} EXMSHAE | 10€ 022 | 10€ 04
12725 |Copper(Cu) 2= E4olstAAE 109 029 | 10 02
12726 |Copper(Cu) 2= EgISHAAE | 10€ 022 | 10 02
00703 |Cortisol (RIA) Yx=F  |SHo|SHHALE 109 022! | 10€ 02¢
01542 [CYFRA 21-1 (RIA) 4= SHO|SHA ALE! 108 04 | 10 05¢
12381 |Deoxypyridinoline(DPD) 2 M AALE 10 02¢ | 10 02
00730 (DHEA 3t S o| St A ALE! 108 04¢ | 10 05¢
00743 |DHEA-S (RIA) = SHO| St AFE! 10€ 04 | 10E 04
25211 |DR-70 o= H S A AE 10€ 02¢ | 10¥ 02¢
42935 |(EBV 74ZF (Real-time PCR) 2 S S HAE | 108 022 | 10€ 059
42875 |EBV EA-DR IgG o= H S A AE 10€ 02¢ | 10¥ 02¢
42876 |EBV EA-DR IgG o= HAAAE 10€ 02 | 10E 02¢
42895 |EBV EA-DR IgM o= H S A AE 10€ 02¢ | 10¥ 02¢
42896 |EBV EA-DR IgM o= A AAE 10¥ 02 | 10E 02¢
42890 |EBV EA-DR IgM(H3) o= H S A AE 10€ 02¢ | 10¥ 02¢
42891 |EBV EA-DR IgM(d3) o= HAAAE 10€ 02 | 10E 02¢
42900 |(EBV EBNA IgG o= H S A AE 10€ 02¢ | 10¥ 02¢
42901 |EBV EBNA IgG st H A AAE 10€ 02 | 10E 02¢
42902 |EBV EBNA IgG o= S ZHALE 10€ 02¢ | 10¥ 02¢
42910 |EBV EBNA IgM st A AAE 10€ 02 | 10E 02¢
42911 |EBV EBNA IgM o= S ZHALE 10€ 02¢ | 10¥ 02¢
42912 |EBV EBNA IgM st H A AAE 10€ 02 | 10E 02¢
42920 |EBV PCR 3} BEXMSHALE | 10€ 022 | 10¥ 04
40835 [EBV VCA IgG st A AAE 10€ 02 | 10E 02¢
40836 |EBV VCA IgG o= S ZHALE 10€ 02¢ | 10¥ 02¢
40830 |EBV VCA IgG(H3) st H A AAE 10€ 02 | 10E 02¢
40831 |EBV VCA IgG(HZ) o= S ZHALE 10€ 02¢ | 10¥ 02¢
40845 |[EBV VCA IgM st H A AAE 10€ 02 | 10E 02¢
40846 |EBV VCA IgM 3= HAZALE 109 02¢ | 10& 02¢
40840 |EBV VCA IgM(’d&) o= H A AAE 10€ 022 | 10E 02¢
40841 |EBV VCA IgM(Ed3) 3= HAZALE 109 02¢ | 10& 02¢
01220 |ECP 3t 0 HALE 10E 029! | 10¥ 02¢
01221 |[ECP 3} HAZALE 109 02¢ | 10& 02¢
27664 |EGFR gene mutation = 2XMSHAE | 108 042 | 10E 10
50335 [Entamoeba histolytica IgG 23 | HAZAAE 102 022 | 10€¥ 02¢
50336 |Entamoeba histolytica IgG A2 | HAZAAE 10€ 02 | 10E 02¢
42370 |Entero virus RNA(PCR) 2 BEXHMEZAAIE 10€ 029 | 108 05Y
27350 |ERCC1 gene expression 2= S™MK AL A 3= =
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27355 |ERCC1,RRM1 gene expression 2 SEM AT o) R HE
00450 |Estrogen Eh SHO|StZALEl | 109 042 | 10 05
30570 |Factor Assay VI =32 |ZHAUGISIAAIE | 109 029 | 10¥ 02¢
30580 |[Factor Assay VI 2z (EAUFISHAAE| 108 022 | 10¥ 02
30590 |Factor Assay IX =3 |HUGISIAAIE | 1089 029 | 10E 02¢
30520 ([Factor Assayll 27z (EAUFISHAAE| 108 022 | 10¥ 02
30550 |Factor AssayV =32 |THAUGISIAAIE | 109 029 | 10¥ 02¢
30600 |Factor AssayX 2z (EUFISHAAE| 108 022 | 10¥ 02
30610 |Factor AssayX I =2 TGS AAIE | 109 029 | 10¥ 02¢
30620 |Factor Assay X I 2z (EUFISHAAE| 108 022 | 10¥ 02
01851 [First double _MS-hCG A4z |SHOISHALE 10E 029 | 10¥ 02¢Y
01840 [First double Marker 232 |SHO|SHZAA}LE! 108 02¢ | 10 02
01850 [First double Marker NT Z OIS AALE! 10E 029 | 10¥ 02¢Y
20752 [FLC Panel (Random Urine) = E4SISHAAEN 10¥ 022 | 10€¥ 04 [Protein E.PEL
20751 |FLC(RU)+PEP(24h U) == ElstAAIE | 108 02Y | 10€¥ 04 (Protein E.PTH
26245 |FLT3 ITD/TKD 3} EXMSHAE | 108 022 | 10E 09YY
11281 |Folate (RIA) o= SHO|SHA ALE] 10 02¢ | 10E 02¢Y
00762 |Free Cortisol (RIA) 27  |SHO|SHZAA}LE! 108 02¢ | 10 02
25891 (Free Kappa light chain == QHISISEAALEN ] 109" 042 | 10€H 04
25896 |(Free Kappa light chain = QHISISHAALE! | 10¥ 042 | 10€ 04
25887 |Free Kappa/Free Lambda light chain ratio |+=2& QldislstAAE! | 10" 04 | 10E 04
25888 |[Free Kappa/Free Lambda light chain ratio |+~2 QHISISHAALEN 10" 049 | 10€ 049
25615 |[Free Lambda light chain == QotolStAALE | 10" 042 | 10E] 04
25616 |(Free Lambda light chain = QHISISHAALE! | 10¥ 042 | 10€ 04
01681 |free PSA (RIA) o =1 SHo|stAAE | 10€¥ 02¥ | 10¥ 02Y
50960 |FTA-ABS IgG 2= A AAE 10€ 02 | 10E 02¢
50961 |FTA-ABS IgG 2= HAZALE 10E 029! | 10¥ 02¢Y
00061 |GH (RIA) otE SHo| St A ALE! 10E 029 | 10¥ 02¢
01000 |Glucagon (RIA) 3t S o| St A ALE! 108 04 | 108 06
42380 |H. pylori PCR = SHNHRA 108 04! | 10¥ 05¢
50204 [HBV Drug mutation 247 (EXMEESHANE| 10€ 022 | 10E 08Y
52360 |HCV Genotype (Sequencing) 2= EXMEHAIE | 10 029 | 10 05
50241 |HCV RNA ¥ 247 ([EXMEESHANE| 109 022 | 10E 02¢
50265 |HDV Ab (IgG) 2 HAZALE 10E 029! | 10¥ 02¢
20490 [Hemoglobin E.P = ExslstHALE| 108 022 | 109 04Y
50280 |HEV Ab IgG = HAZALE 10 04! | 10¥ 04
50290 [HEV Ab IgM %= HAZALE 108 04 | 108 04
51670 |Histone Ab 3t HAZALE 10E 029 | 10¥ 02¢
42260 |HIV Ag(AIDS Ag) 2 HAZALE 108 02¢ | 108 02¢
42404 |(HIV RNA Hzk 3} EAMEHAAIE | 108 02Y | 10E 04
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25470 |HLA A Typing (High) a SIS ZALE | 109 029 | 10€ 09Y
25480 |HLA B Typing (High) 2= SIS ZALE | 109 022 | 108 09Y
25500 [HLA B27-PCR 2= EXMSHAE | 10€ 022 | 10€ 04
25490 |HLA C Typing (High) 2= EAESHALE | 108 022 | 10 09
25535 |HLA DQB1 Typing (High) =t SIS ZALE | 109 029 | 10€ 09Y
25550 |HLA DR Typing (Low) 2= SIS ZALE | 109 022 | 108 08Y
25560 |HLA DR Typing(High) = SXIMEZAAIE| 1089 02¥ | 10¥ 09Y
42780 |HPV DNA Probe (High risk) o= A AAE 10¥ 02 | 10E 02¢
42155 |HSV culture A3z |OMEHALE 108 02¢ | 108 05¢
41380 [HSV IgG 2eEF | HAAAE 10€ 02 | 10E 02¢
41381 [HSV IgG 223 HAZHALE 10 02¢ | 10E 02¢Y
41390 [HSV IgM eE7 | HAAAE 10¥ 02 | 10E 02¢
41391 (HSV IgM 223 HAZHALE 10 02¢ | 10E 02¢Y
41440 |HSV Type 2 IgG =1 D O Z4 A}E 10¢ 022 | 10¥ 02¥
41441 |HSV Type 2 IgG =1 O Z4 A} El 10g 029 | 10¥ 02
42500 [HSV Type I(PCR) 2l S S HAE | 108 022 | 10E 04
42510 [HSV Type II(PCR) 2= BEXMSHALE | 10€ 02 | 10€ 04
25605 [Huntington's disease 3} SN EHAAIE | 10 022 | 108 09Y
01291 |IGFBP-3 (RIA) 2= SHO|SHA ALE] 10 02¢ | 10E 02¢Y
20611 |Immuno Fixation EP Ste2  [ESISHEALE 10¥ 022 | 108 04Y
20610 |Immuno Fixation EP (Serum) S22 |ExTStEAE | 10¥ 029 | 10¥ 04Y
42165 |Influenza A Culture 2=z |OMZZHAE 102 02¢ | 10 06
42288 |Influenza A(HLIN1) PCR o= BEXMSHALE | 10€ 022 | 10E 029
42175 |Influenza B Culture 2=z |OMZZHAE 102 02¢ | 10 06
01022 |Insulin (RIA) AT [SHo|StAAEl | 109 02Y | 109 02Y
01040 |Insulin Ab(RIA) = SHO| St A AFE! 10€ 04 | 10E 04
01852 |Integrated_MS-hCG 2+a  |HolEtEALE 10E 029! | 10¥ 02¢Y
51880 |Islet cell Ab = H A AAE 10€ 04 | 10E 04
27775 |JAK2 V617F mutation 3} BEXMSHALE | 10€ 022 | 10¥ 09¢Y
27661 |[K-ras gene mutation = SN EHAAE | 108 042 | 10 10
30930 |LAC confirm sta gl AALE [ 10E 02 | 10E 02¢Y
30935 |LAC screen st= SOolisISHAALE | 108 02Y | 10E 02¢
12752 |Lead(Pb) %= E+Slst4ALE | 108 042 | 108 04
12753 |Lead(Pb) = E+3lat4AE | 108 042 | 108 04
20650 [Lipoprotein E.P sta E+Slst4ALE | 108 022 | 108 04
20651 [Lipoprotein E.P st E£SlSHAAE | 10€ 022 | 10€ 4Y
42551 |Malaria P. falciparum PCR 23 ([EXMHESHAIE 108 029 | 108 05Y
42553 |Malaria P. malariae PCR 2= (EXMESAHAIE 108 022 | 108 05Y
42554 |Malaria P. ovale PCR 247 ([EXMEESEAME| 109 022 | 108 05
42552 |Malaria P. vivax PCR 2= (EXMESAHAIE 108 022 | 108 05Y
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42540 [Malaria PCR 2z (EXMMESZAAE 10" 022 | 10€ 059
42545 |Malaria PCR 2& 2=z (EXPEESHAE| 108 022 | 10¥ 05¢
42555 [Malaria PCR 4& 2z (EXMESZAAE 10" 022 | 10€ 059
41680 |Measles virus IgG 3} M AALE 10€ 022 | 10€¥ 02¢
41681 |Measles virus IgG 3} 0 4 ALE 102 02¢ | 10€¥ 02¢
41690 |Measles virus IgM 3} M AALE 10€ 022 | 10€¥ 02¢
41691 |Measles virus IgM 3} 0 4 ALE 10€ 02¢ | 10 02¢
12784 |Mercury(Hg) = EA4SISHAALE 10¥ 042 | 10E 04
12785 |Mercury(Hg) = ESIStAAE | 10¥ 042 | 10€ 04
12786 |Mercury(Hg) = EA4SISHAALE 10¥ 042 | 10¥ 04
00885 [Metanephrine 2F(HPLC) > ESIStAAE | 108 042 | 10€ 059
00886 [Metanephrine(HPLC) = EA4SISHAALE 10¥ 042 | 10€ 05¢
00892 [Metanephrine, Total(HPLC) = ESISHAAE | 10€ 042 | 10 05
20280 [Microalbumin(RIA) 27 |SHO|SHZAALE! 108 02¢ | 10 02
20281 |[Microalbumin(RIA)(ACR) 2=z |SHO|SHAAE! 10 02¢ | 10E 02¢Y
27265 |MTHFR(C677T) 2= S S HAE | 108 022 | 10E 04
41730 |Mumps virus IgG =32 |HAZAAE 10€ 022 | 10€¥ 02¢
41731 |Mumps virus IgG 27 [HAZHAE 108 02¢ | 10 02
41740 |Mumps virus IgM 2l | HAZAAE 10€ 02¢ | 10¥ 02¢
41741 |Mumps virus IgM 27 [HAZALE 102 02¢ | 10 02¢
52300 |Mycoplasma pneumoniae IgG 2AE2Z |HAAAE 102 022 | 10€¥ 02¢
52310 |Mycoplasma pneumoniae IgM 257 ([HAZHALE 102 02¢ | 10 02¢
52311 |Mycoplasma pneumoniae IgM 223 |HAZAE 102 022 | 10€¥ 02¢
42640 |Mycoplasma pneumoniae PCR 3= SN EHAAIE | 10 029 | 10 02
00887 [Normetanephrine(HPLC) > ESIstAAE | 10¥ 042 | 10€ 059
29445 [NPM1 mutation analysis 3} EXNMEHAAIE | 10 029 | 108 09Y
01611 |NSE 245 SHo|stHAMEl | 10¥ 022 | 10¥ 02¥
01612 |NSE (RIA) 2= SHO| St ALE! 10E 029 | 10¥ 02¢
12280 |NTx 3t 0§ O Z4 A}E] 10¥ 02¢ | 10¥ 02¢
20320 |[Oligoclonal IgG band = Ex3siatHALE| 108 022 | 109 04
01921 |(Osteocalcin (RIA) sta Sl O| St A AFE! 108 02¢ | 108 02¢
10800 |Oxalic acid =l E+3lat4AE | 108 022 | 108 02¢
30690 |PAI-1 = HAZALE 108 04 | 108 04
42195 |Parainfluenza culture 2= |0MZZHALE 10€ 02¢ | 10 06
42660 |Parvo virus B19 DNA 3= BXMMSEAE | 108 022 | 108 04
41780 |Parvo virus B19 IgG 3} S AALE 10€ 02 | 10E 02¢
41781 |Parvo virus B19 IgG 3t HAZALE 108 02¢ | 108 02¢
41790 |Parvo virus B19 IgM 3} S AHALE 10€ 02 | 10E 02¢
41791 |Parvo virus B19 IgM 3t HAZALE 108 02¢ | 108 02¢
12806 |p-Cresol = E+3lat4AE | 108 022 | 108 04




12805 |Phenol e E+3IstHALE | 108 022 | 108 04
01640 |(PIVKA-2 242 ([HAZAALE 10E 029! | 10¥ 02¢
30710 |Plasminogen 3} HoSISHAALE! | 10¥ 029 | 10¥ 02¢
25710 |PML-RARa (nested RT-PCR) 2 SEXEEZAIE | 108 029 | 10€ 05
25712 |PML-RARa (nested RT-PCR) | EXMSHAE | 10€ 022 | 10€ 059
25713 |PML-RARa (real-time PCR) 2 SEXEEZAIE | 108 02Q | 10€ 059
25714 |PML-RARa (real-time PCR) | EXMSHAE | 10€ 022 | 10€ 059
42670 |Pneumocystis jirovecii PCR = SHN AL 10€ 02¢ | 10 05¢
42682 [Polyomavirus(BK) PCR = SHN AL 10 02¢ | 10E 04
42685 |Polyomavirus(BK) PCR QN = SHN AL 102 02¢ | 10€¥ 04
42686 |Polyomavirus(BK) PCR QN 2 SQENH AR 108 02¢ | 108 04
42680 |Polyomavirus(BK,JC) PCR = SHN AL 102 02¢ | 10€¥ 04
42683 |Polyomavirus(JC) PCR 2 SQENH AR 108 02¢ | 108 04
11770 |Porphobilinogen 742k o= EA4SISHAALE 10¥ 022 | 10€ 02Y
11771 |Porphobilinogen 72k o= E£SISHAAE | 10€ 02€ | 10E 029
11775 |Porphobilinogen 742k o= EA4SISHAALE 10¥ 022 | 10€ 02Y
11760 |Porphobilinogen %444 o= E£SISHAALE | 10€ 02€ | 10E 029
01081 |Proinsulin = SHo| St A ALE! 10% 022 | 10¥ 05¢
30730 |Protein C Activity A4z |HAUSISHAALE | 10E 02 | 10¥ 02¢Y
30750 |Protein S Activity 2z (EUFISHAAIE| 108 022 | 10¥ 02
27895 |Prothrombin G20210A Mutati 3} BEXMSHALE ] 10€ 022 | 10E 09¢Y
01962 |[PTH-Intact (RIA) 27 |SHO|StZAA}LE! 10€ 02 | 10E 02¢
10810 |Pyruvic Acid | EXSISAALE! | 10¥ 022 | 102! 02Y
10811 |Pyruvic Acid = Ex3siatHALE| 108 022 | 109 02
52390 |QuantiFERON-TB = HAZALE 10E 02¢ | 10E 02¢
01381 [Renin 13| otE SHo| St A ALE! 10 04! | 10¥ 05¢
01382 [Renin 23| 3= sHo|stHALE 108 04 | 108 05¢
01383 [Renin 33| otE SHo| St A ALE! 10 04! | 10¥ 05¢
01384 |[Renin 43| 3= sHo|stHALE 108 04 | 108 05¢
01385 |Renin 53] o= SHO| St A AFE! 10€ 04 | 10E 05¢
01386 [Renin 63| St= sHo|stH ALE 108 04! | 108 05¢
01370 |Renin Activity o= SHO| St A AFE! 10€ 04 | 10€ 05¢
27360 |RRM1 gene expression 2 S™EH AL -] = Y

42225 |RSV Culture 27 (Od=EAE 108 02¢ | 108 06
42820 |RSV IgG(IFA) 3t HAZALE 108 02¢ | 108 02¢
42830 |RSV IgM(IFA) 3t HAZALE 108 02¢ | 10E 02¢
42690 |Rubella Virus RT-PCR 27 ([EXMEESHAME| 109 022 | 108 05
01720 |SCC ra | T HALE 108 02¢ | 108 02¢
01721 |SCC g (Ao FAAE 108 02¢ | 108 02¢
12810 |Selenium = E+olat4AE | 108 042 | 108 04
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12811 |Selenium 2= E+3IstHALE | 108 042 | 108 04
01845 |Sequential 1st g3 |[HoSHHAE 102 022 | 10%! 02¢
01846 |[Sequential 1st NT =Z  |HOISHAAE! 108 02¢ | 10E 02¢
12421 |SHBG (RIA) =l SHO| St A ALE! 10E 029! | 10¥ 02¢
51985 |SMA(SMN1 7&8, NAIP 4&5) = SEXMESHAE | 108 022 | 10¥ 16
51986 |SMA(SMN1 7&8, NAIP 5&13) 2 EAESHALE | 108 022 | 10E 16
00152 [Somatomedin-C (RIA) 4= S o| St A ALE! 108 02¢ | 10E 02¢
12460 |Stone Analysis dd = EA4SISHAALE 10¥ 022 | 10€ 02Y
00320 |TBG (RIA) B S o| St A ALE! 108 04 | 10E 04
00530 [Testosterone, Free o= SHO| St AFE! 108 02¢ | 10 02
00351 |Thyroglobulin (RIA) xZ OIS AAE] 10 02¢ | 10E 02¢Y
60005 |[Total IgE (Unicap) o= EA4SISHAALE 10¥ 022 | 10€ 02Y
26770 |TP53 gene, mutation 3} SR EZHAIE | 10€ 022 | 10¥ 31Y
01770 |TPA sta SHO| St ALE! 10E 029! | 10¥ 02¢
01772 |TPA sta S o| St A ALE! 10 02¢ | 10E 02¢Y
12540 |Trichloride,Total = EA4SISHAALE 10¥ 042 | 10E 04
13040 [Trichloroacetic acid = ESISHAAE | 10€ 042 | 10 04
00381 [TSH-R-Ab (RIA) 27 [sHo|stHALE! 10E 029! | 10¥ 02¢
02110 |(Urinary Bladder Cancer Ag o= SHO| St A AFE! 10€ 02¢ | 10¥ 02¢
42230 |Varicella-Zoster Culture 2=z |OMZZHAE 102 02¢ | 10 05¢
42740 |Varicella-Zoster DNA(PCR) 3t SIS EAE | 108 022 | 108 02¢
42050 |Varicella-Zoster IgG 252 |[HAZAALE 102 02¢ | 10 02¢
42051 |Varicella-Zoster IgG 2312 |HAZAE 102 022 | 10€¥ 02¢
42060 |Varicella-Zoster IgM 252 |[HAZHALE 102 02¢ | 10 02¢
42061 |Varicella-Zoster IgM 2312 |HAZAE 10€ 02¢ | 10¥ 02¢
11340 |Vitamin A = ESlst4AE | 108 042 | 108 04
11360 |Vitamin B1 | EXSISHAALE! | 10¥ 022 | 102! 04Y
11391 |Vitamin B12 (RIA) otE SHo| St A ALE! 10E 029 | 10¥ 02¢
11370 |Vitamin B2 st E+SlstHALE | 108 022 | 108 04
11386 |Vitamin B6 (PLP) = Exglst4AE | 108 042 | 10E 05
11420 |Vitamin E = E+Slst4ALE | 108 042 | 108 04
00920 |VMA 74&F st E+3lat4AE | 108 022 | 108 04
12855 |Zinc(Zn) 2= Eglst4ALE | 108 022 | 108 02
12856 |Zinc(Zn) 2= E+3lat4AE | 108 022 | 108 02¢
01420 |B2-Microglobulin g [HoFAAE 108 02¢ | 108 02¢
01421 |B2-Microglobulin gz | St AALE 10€ 02Y | 10€ 02Y
11820 |&-ALA sta E+glst4ALE | 108 022 | 108 02
11821 |&-ALA st= E+3lat4AE | 108 022 | 108 02¢




