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00999 |Gastrin 2= HAZALE 098 17¢ 09% 17¢

*No growthe 9172 £

71210 |GBS Culture of O 4SS ZAE 09¥ 14¢ 09% 24¢ GrowthY 2 210013

+3% AFZ 7|2t of &
10904 [GFR-Cystatin C ofe | ASteiot AR | 093 17Y 09& 17¢
00062 |GH (CLIA) o HAZALE 09% 17¢ 09¥ 17¢
10011 [Globulin(Fluid) o QBHS|SHA ALE] 09 17¢ 09¥ 17¢

(=] - AH 5
01000 |Glucagon (RIA) s | solsrzAe | 09”192 | 09%20Y 9%201'?;?') %Eé ;ﬂﬂl
10543 [Glucose of e US| St A ALE 09¢ 17¢ 09¢ 17¢
10542 |Glucose(24hr Urine) o QBISISHZ ALE! 09 17¢ 09" 17¢
10720 |Glycoalbumin oiY | odetsistAlel | 098 17¢ 09% 17¢
70100 |Gram Stain of 0’4 = HAE 098 17¢ 09% 17¢
71160 |Gram stain (cytospin) O D) SHALE! 098 17¢ 09¥ 17¢
71070 |H. pylori Ag = HAZALE 09% 19¢ 09% 19¢
50771 |H. pylorilgG (CLIA) of HAZALE 09¢ 17¢ 09¥ 17¢
50780 |H.pylori IgM 2= HAZALE 09¢ 19¢ 09¢ 19¢
42384_|H.Pylori PCR + Zet2l~Z0f0[4] LA FAF 23 | uAIRL | 092 19Y 09821 | o¥ 12U HAE 13 E
42383 |H.Pylori 22t2|A2010[4l L4 SHHO| PCR e KUY AR 09& 19¢ 09 21¢ O 12 HLE 132 E
42382 [H.Pylori S2t2|AZ 00|41 LI SHBO|ZAL 23 | FAESEAE 09¢ 13¢ 09¢ 20¢
42735 [Haemophilus ducreyi PCR 25 | BAMSHAIE | 09E 19 09¢ 19¢
41590 |Hantaan Virus Ab o HAHAE 09¢ 17¢ 09¢ 17¢
41600 [Hantaan Virus Ab Titer o HAHAE 09¢ 17¢ 09¢ 17¢
20180 |Haptoglobin Oy | UErelStAAIE | 092 17Y 092 17¢
20181 |Haptoglobin i | UBrStetAAIE | 09% 17Y 09¢ 17¢
01271 _|HBNP of EEENE 098 17¢ 098 17
50119 |HBs Ag HZ(ECLIA) 2rs A HALE 09¢ 19¢ 09¢ 19
50140 |HBV DNA (PCR) 22 [EAMSEAE | 09¥ 19Y 09% 199
52178 [HBV DNA & (real-timePCR) o A S HALE 098 17¢ 098 17¢
50209 [HBV Drug mutation 2re | SAMSHAME | 09 12¢ 09% 21¢
01970 |hCG (8d) OHe | SHSISHAALE | 098 14¢ 09¢ 14
50230 |HCV (RT-PCR+Hybrid.) 2-3 | EAMEHAE | 09 19Y 09¢ 19¢
50231 |HCV (RT-PCR+Hybrid.) 23 | RAESHAE 09% 19¢ 09¢ 19¢
52360 |HCV Genotype (Sequencing) edn | EIMEAHALE 09¢ 129 09¢ 19¢
50241 [HCV RNA && Hrg [ EAVESZAE 09% 17¢ 09 17¢
50265 |HDV Ab (IgG) B EEERE 09% 199 09% 19Y
20490 |Hemoglobin E.P o S35t HALE 09¢ 19¢ 09% 20¢
70040 |Hemosiderin oY | HlsiStHAIE | 092 17Y 09& 17¢
65420 |Heroin ofY EERNE 09g 17 09g 17%
50280 |HEV AbIgG % EEERE 09% 199 09% 19Y
50290 |HEV Ab IgM % EEERE 09¢ 19% 09¢ 19Y
12080 [Hippuric acid sti= | SSSSAEME | 09¥ 19¥ 09¢ 19¢
42404 |HIV RNA 2% ot A S HALE 09% 13¢ 09¢ 19¢
25470 _[HLA A Typing (High) 42 [ EAMSZEAE | 09 12¥ 09% 23Y
25480 |HLA B Typing (High) 2= A S HALE 09% 12¢ 09% 23¢
25500 |HLA B27-PCR 22 | ERMSHAE | 09 19Y 09% 199
25510 |HLA B51 typing 2= A S HALE 09¢ 19¢ 09% 20¢
25490 |HLA C Typing (High) 42 | SN AAE | 09F 12 09% 23Y
25535 _|HLA DQBT Typing (High) 242 [ EXMEZANE | 09" 12 09% 239
25560 |HLA DR Typing (High) 42 | EANSAAE | 09F 12 09% 23Y
25550 |HLA DR Typing (Low) 22 | SAMESZENE [ 09F 129 09g 21




AMaE ALY A2y A T = E°ﬂoa, Eo|Abg
26397 [HLA-B5801 genotyping A2 [ BB HALE] 09¢ 12¢ 09¢ 21
12090 [Homocysteine of QUBISHEt HALE] 098 17¢ 098 17¢
12091 [Homocysteine O | uotolstAAME | 09 17¢ 09¥ 17¢
42430 [HPV 16 23 | EAMSAME | 09¥ 19Y 09¢ 19
42440 |HPV 18 23 | BAMSEME [ 09% 19Y 09% 19Y
42451 [HPV genotyping(Microarray) d-3 | BAPASZAE [ 09¥ 199 09 19¢ 98 13,178 &=
42420 [HPV Screening el-2 | Ex}MEHALE 09% 19¢ 09% 19¢
42495 [HPV(Condyloma) 2-2 BEAME S HALE! 09¥ 19¢ 09¥ 19¢
26170 |HSALP 2= CHAZALE 09% 19¢ 09% 19¢
42155 [HSV culture 2ea | OMESZAE 09¢ 19¢ 09¢ 20¢
41380 [HSV IgG 2= O A ALES 09¢ 19¢ 09% 19¢
41381 |HSV lgG 2= HAHALE 09 19¢ 098 19¢
41390 [HSV IgM 2= O A ALES 09¢ 19¢ 09% 19¢
41391 [HSV IgM -2 O ZHALE] 09¥ 19¢ 09¥ 19¢
43080 [HSV type 119G 2= O A ALES 09¢ 19¢ 09% 19¢
43081 |HSV type 119G 2= HAHALE 09 19¢ 098 19¢
41440 [HSV Type 2 IgG 2= HAZALE 09¥ 19¢ 09¢ 19¢
41441 |HSV Type 2 lgG 2= TS ZIALE] 098 19Y 098 19¢
42500 [HSV Type I(PCR) 2-2 B2 S A ALE] 09¥ 19¢ 09¢ 19¢
42510 [HSV Type II(PCR) =1 B S HALE 09¢ 19¢ 09 19¢
25605 [Huntington's disease 3} =AY S AALE 09% 13¢ 09%! 23Y
12105 |Hyaluronic Acid o QBHSSHA ALE] 09 17¢ 09¥ 17¢
20628 |IFEP + PEP (24h urine) o= E 4515 ALE 09¢ 19¢ 09¢ 20¢
20629 |IFEP + PEP (Random Urine) 2-=2 E SIS ALE 09¢ 19¢ 09% 20
20627 |IFEP + PEP (Serum) o= E 4515 ALE 09¢ 19¢ 09¢ 20¢
20200 |lgA oje QBHSSHA ALE] 09 17¢ 09¥ 17¢
20201 |lgA aijel} QUBISISHAALE] 09¥ 17¢ 09¢ 17¢
62587 |IgE MAST-A0 Y 62F OH | S+StstdAtE | 098 14¢ 09¥ 14¢
62597 |IgE MAST-EU4 62% 0jY [ EXEEIHAE | 092 142 09% 14
60905 |IgE-D.Farinae:D2 2= | EestEAME | 09E 19¢ 09¢ 19¢
60915 |IgE-D.Pteronyssinus:D1 25 | SreStEME | 098 19¥ 09 19¢
60995 |IgE-Egg White:F1 2= | EestEAME | 09E 19¢ 09¢ 19¢
61605 |IgE-Milk:F2 2-3 | E4SstEAE | 09% 19Y 09% 19Y
62370 |IgE-Wheat:F4 2-3 | EastetzAe | 09 19Y 098 19
62495 |IgE-alactoalbumin:F76 d-5 | SseStEME | 098 19¥ 09 19¢
62505 |lgE-BLactoglobulin:F77 22 | ETSIEHEAE 09¢ 19¢ 09 19¢
01295 [IGFBP-3 (CLIA) of e HAZALE 098 17¢ 098 17¢
20220 |IgG OHY | JOtotstaAAte | 09¢ 17 09 17
20221 |lgG of e US| StZALE 098 17¢ 09 17¢
20270 |IgM i | UEHSISIAAE | 09% 17 09% 17¢
20271 |igM Of | USHSISIIALE | 09 174 098 17
20621 |Immuno E.P (24h urine) 2-3 | SSefetAAE | 09E 19¢Y 09% 21
20625 |Immuno E.P (IgG,M,A,D,E) d-5 | STolstHAE [ 098 19% 098 21¢
20623 |Immuno E.P (Random urine) -2 | E4SISHHALE 09% 19¢ 098 21¢
20620 [Immuno E.P (Serum) -3 | SstetdAE 09% 19¢ 09% 21¢
20626 |Immuno E.P(IlgG,M,A,D,E)(U) =1 E SIS ALE! 09¢ 19¢ 09 21¢
20611 [Immuno Fixation EP oteg | S-St ZAE 092 19¢ 09% 202
20610 |Immuno Fixation EP (Serum) St | E4ESAAIE 09¢ 19¢ 09¥ 20¢
20612 |Immuno Fixation EP(24h urine) St | E4LSISHZALE 09¢ 19¢ 09¢ 20¢
20228 |Immunoglobulin G Index o QlBISISHZ ALE! 09 17¢ 09 17¢
70820 |India ink prep. o OJ A S AHALE] 09¥ 17¢ 09 17¢
70821 |[India ink prep. o O 4SHAE 09% 17¢ 09% 17¢
30330 [Indirect Coombs of S USHEAALE 09% 17¢ 09 17¢
42165 |Influenza A Culture 2= 0| S HALE 09¢ 19¢ 09¢ 21
42278 |Influenza A PCR(Subtype) 22 | 2AY=EAE 09% 13¢ 09%! 17¢
42283 |Influenza A&B PCR 23 | RAESAE 09¢ 13¥ 09¢ 17¢
42175 |Influenza B Culture 2= 0’8 = dAE 09% 19¢ 09% 21¢
42280 |[Influenza virus A & B Ag o O|MEZAIEl 09¥ 17Y 09¥ 17Y
01864 |Inhibin-A of SHO|SHAALE] 09% 17¢ 09% 17¢
01026 |Insulin Of A ZALE 098 14¢ 098 14¢
01040 [Insulin Ab(RIA) ES SHO| S ALE! 09¢ 19¢ 09¥ 19¢
01847 |Integrated 1st_PAPP-A oj SHO|SH A ALE] 09 17¢ 09% 17¢
01848 |Integrated 1st_PAPP-A NT oj SHO|SHZ AIE] 09¥ 17¢ 09 17¢
02061 |Integrated 2nd (Quad) o 8HO| 5t ALE! 09% 17¢ 09% 17¢
51880 |lslet cell Ab = HAZALE 09% 13¢ 09¢13¢
27775 |JAK2 V617F mutation el=1 B2 EHALE 09¢ 13¢ 090% 22¢
70830 |KOH Mount of 0’8 = dAE 09% 17¢ 09¥ 17¢
41650 |Korea virus | o HAHALE 09 17¢ 09% 17¢
27661 [K-ras gene mutation 2= =AM = HAE 09¢ 129 092! 239
51890 |L.E. Cell oj SN} SHAALE 098l 17¢ 098 17¢
30930 [LAC confirm Yra | HHSISIZHALE 09% 19¢ 09¢ 19¢
30935 [LAC screen g | GUSISIZIANE | 098 19Y 09% 19¢




HARE
AAL HAHH A2 ZALE! e S Eoﬂ . olie
10742 |Lactic Acid of SIuisIalZALE] EE 10| - 00|
10741_|Lactic Acid(CSF) T RS S g1re od 174
10740 |Lactic Acid(NaF P) = 1 ==-5 092 172 09g 17
10390 |LAP OiY | URSErAAE | 09® 179 | 09" 172
o QUBISISHZ ALES 2 142 TRV
10411 _|LDH ST L k= 092 142 09g 14%
o QSIS ALES 09 17¢ RE
20640 |LDH Isoenzyme T BT = 1/2 09¢ 17¢
20641 |LDH Isoenzyme 240 | SoSmieMn ] 098192 | 098208
71140 |Legionella Ag 245 [Sesmaig| ooiod | 0og20d
01300 [Leptin 2= | Hoasue | oogisd | oomivd
= SHO|SHZAAIE! Y o
41611 |Leptospira Ab i isiess 1 oonioy 1 093203
41621 |Leptospira Ab Titer o E;;;,qa 092175 0931 7OEI
10425 |[Lipase oh OII;I_|-:;-74}\ = ; §| 09&17¢
10426 |Lipase(Fluid) dfe |Soeiigde ] o9B /e | 0Bl
20650 |Lipoprotein E.P OHg | SCSmEME | 00B1/8 | 098172
20651 |Lipoprotein E.P e oemae ) o2 e | 092 g0e
' 32| SxarsraAe | oo 2
12860 |Lipoprotein(a) e mli};m”a 09OE 19 09¢ 20
12765 [Lithium (L) Oy levsistgiig] oodijd | 0od i/
13300 [Lymphocyte subset 2Z | zg ?;Z*?:ﬁﬁ%' 09—% 19%: 09? 192
13301 |Lymphocyte subset 2 1 2o a;;“; 893 19OEI o9§J 19¢ 132 (eh) o=l=7t
13311_|Lymphocyte subset 2Z Il (count) 9= T oozng erliee 09% 19 ERIENEEER
13302 [Lymphocyte subset 2Z Il S a;;“; 89;% 195 09;éJ 192&' EREEEEY;
13312 _|Lymphocyte subset 2 il (count) _CZ_; ;;;M:‘ 093 19OEI 09:Ej 19¢ 13(8h) o=l=7t
13303 |Lymphocyte subset 22 IV = a;;“; 093 19OEI 09'°é 19¢ 132(8h ol=1=7t
13313 |Lymphocyte subset 2Z& IV (count) = SEEE 9:E 19 093 193 138 ol==7t
= =" o 4 |:|}\|'|:| Og'éJ 19?:_! 09% 1902| 13o|<§}‘) 9|§|u7
13310 [Lymphocyte subset 2& | (count) o= oIS ALl 092 199 — == =7/}
13304 [Lymphocyte subset 3Z | T ;4;; ED| = = 092 19 132 (3} o227t
= =" o [ |:|}\|'|:| Og'éJ 19?:_! 09% 1902| 13o|<§}‘) 9|§|u7
13314 |Lymphocyte subset 3& | (count) CIE= ool ALl 099 199! == =(8 =7t
13305 |Lymphocyte subset 32 II = CER el 093 198 139(8h =27t
13315 |Lymphocyte subset 3Z Il (count) o= SR = ]9 = s E 13U (3} o212t
13320 |Lymphocyte subset 35 IV _?éj_;_ ;;;MED' = 9oE| 09:E 19 132 (3 ol=2|=7t
13306 |Lymphocyte subset 4% | a= | oo e 058 192 132(8h) 2I== 7t
13316 _|Lymphocyte subset 4% | (count) 9= T oozng erliee 09% 19 ERIENEEER
13307 |Lymphocyte subset 4 II a= | oo e 058 192 132(8h) 2I=I= 7t
13317 |Lymphocyte subset 4% 1 (count) o= R == 098 152 13%(3h) A==t
000 e e o 42 Sapie 89:EJ 199 098 199 ERIENEEE
13318 |Lymphocyte subset 5% (count) o= E;;M; OSZEJ 195 09:% 19% 132(8h) oJ2/ 27t
71230 _|M.h & U.u BIFEORAIZ 4 O R 2108 | oodioy 1325} o227t
10120 |Magnesium (Mg) o] OIL;{&;DH 098 172 098 199
=) 2 o o
10122 [Magnesium (Mg) el 5;;:;;4; 83; Boa: 0oF 179
10121 [Magnesium (Mg)(24hr U) of OEII:'|_|-§|_;|.7D.|}\|_ED| ng 17: 093 17OEI
70840 [Malaria oh ;‘;@f;*;/\f; ng ']7OEI O9;éJ 17OEI
42551 |Malaria P. falciparum PCR ETpN= ;—;HHé;ArEI ng 19; 09:EJ 17:
42553 [Malaria P. malariae PCR CTpS= ‘;‘Zf:“:';kl-'; oo 09:EJ 21 2
42554 |Malaria P. ovale PCR PN ;er;f;A = =192 09g 21¢
42552 |Malaria P. vivax PCR PN VT e | 098198 09g 21
42540 |Malaria PCR 2o | cAdeghin] 0B lor | 09RliE
42545 |Malaria PCR 22 250 | SAdegle)] 09B 102 | 09B IS
22555 [Malaria PCR 4= 250 |oAadsaMa ] 098192 098 21
12770 [Mangane(Mn) 250 |oAgsaME ] 098192 09¢ 21
12771 |Mangane(Mn) = :Iffzﬁnw%' 09¢ 19¢ 09¢ 19¢
12772 |Mangane(Mn) - Seststaie | 092 199 09¢ 19Y
65690 |MDMA (Ecstasy) o] =$ﬂjmf% 00% 192 092 192
E 2 o
41680 |Measles virus 19G %i E’:;;i{; gg_oi 1725: 09;éj 1722:
41681 [Measles virus IgG %g ,;;;MED' 09; 195 09:ej 19oa|
41690 [Measles virus IgM g D:;';Af; 052l 125 093 19OEI
41691 [Measles virus IgM o ';‘;;}\f:' 09; OE| 09:EJ 19OEI
42275 |MERS-CoV (B22) P BEr T Py 133 09:EJ 190EI
00885 [Metanephrine 2F(HPLC) = ;Ag}g;w; 09; 193 09:EJ 190EI
00886 |Metanephrine(HPLC) = ;1_5};};“; 0993 193 O9;éJ 190EI
00892 |Metanephrine, Total(HPLC) = EIQ;;}\}; 09; 190;' 09:EJ 19OEI
65430 |Methamphetamine &4 ojal ﬁ;m;ﬂa = ng = 09;% 19OEI
12230 |Methylhippuric acid Ste [ Exgeiagd | 0od ]75 092 172
10773 [Methylmalonic acid 22 = ;1_5};};“; T goE| 09;% 19OEI
10774_|Methylmalonic acid 22 S EXsme | o5a 192 09% 202
10775 |Methylmalonic acid 22 = ;1_5};};“; 0993 1903' 09;éj ZOoE|
10001 _[Microalbumin T ;':Pi};;}\f; 09; 19oa| 09:EJ ZOoE|
20290 |Microalbumin &4 DH‘Z ()E'tiif;*;/\f; ng 17oe| O9;éJ 170EI
10002 [Microalbumin(ACR) o] "E';i};;}\f:l 09; BOEI 09:EJ 17OEI
10005 [Microalbumin/creatinine oh s Sl =172 09¥ 17¢
50856 |Micro-ELISA Test(BF) o= E;‘ﬂ;fﬁfn 893 172 098 17%
50857 |Micro-ELISA Test(CSF) e T OZ;EJ 13; 0o 198
50855 [Micro-ELISA Test(S) Y= S e 7= 098 19
== HAHAE 09¢ 19¢ 09¢ 19¢




ENELS HA iy | A =TT s So|Atg
[=] =2 =2
30050 |Mixing Test ojed S{OHSISHAALE! 09 17¢ 09 17¢
27630 |MLL(FISH) Yot | MERHAAE 098 19¢ [ EanojFYUo|Ly
65440 |Morphine o HAH ZHALE] 09% 17¢ 09 17¢
42855 |MRSA(real-time PCR) 2eg | EAVYSHALE 09¥ 19¢ 09¥ 20¢
02090 |MSAFP oj SHO|SHZAALE] 098l 17¢ 098l 17¢
42606 |MTB & NTM PCR 22 | FAMESEAE 09¢ 19¢ 09¢ 20¢
27266 |MTHFR 1298 A>C mutation e SAPS S HALE 098 19¢ 098l 21¢
27265 |MTHFR(C677T) 2= BEAME S HALE! 09¥ 19¢ 09¥ 20¢
71040 [Mucin clot test oj SIOHS}SHAALE 09¢ 17¢ 09% 17¢
41730 |Mumps virus I9G 2= TS ZIALE] 09 19¢ 098 19¢
41731 [Mumps virus lgG -2 oI ZIALE 09¢ 19¢ 09% 19¢
41740 |Mumps virus IgM =1 HA A ALE] 09¥ 19¢ 09¢ 19¢
41741 |Mumps virus IgM 2= B ZALE] 092! 192 092! 199
50370 [Mycobacterium tuberculosis Ab o TS ZIALE] 09 17¢ 098 17¢
50870 |[Mycoplasma Ab oj A ZALE 09¢ 17¢ 09% 17¢
50871 [Mycoplasma Ab o HA A ALE] 09¥ 17¢ 09 17¢
42620 [Mycoplasma genitalium PCR 23 | 2= EAE 09% 19¢ 09%! 19¢
42630 [Mycoplasma hominis PCR 22 | EAMSEAE 092 199 092 199
52300 |Mycoplasma pneumoniae IgG -2 HAZALE 09% 19¢ 09¢ 19¢
52310 |Mycoplasma pneumoniae IgM 2= HAZALE 092 199 09 19¢
52311 |Mycoplasma pneumoniae IgM -2 HAZALE 09¥ 19¢ 09¢ 19¢
42640 |Mycoplasma pneumoniae PCR 3= =AM = HAE 092 199! 09 19¢
01330 |Myoglobin o A HALE] 098 17¢ 09¥ 17¢
01331 |Myoglobin o HAZAE 09¢ 17¢ 09¢ 17¢
*No growthe 9g€17¢ £
71080 [N.gonorrhoeae Culture oY 0|’ 4=ZAE 092 14¢ 092 242 Growth¥ 2 2102
+32 HAZ 7|2t of&f
42650 |N.gonorrhoeae PCR 23 | cAEESHAE 09¢ 19¢ 09¢ 19¢
00250 |Neonatal T4 o S5t A ALE 098 14¢ 098 14¢
00260 |Neonatal-TSH oY | EststAAe | 09¢ 14Y 09% 14Y
11981 [Nicotine Metabolite(S) o HAZALE 098 17¢ 09%! 17¢
11982 [Nicotine Metabolite(U) o HO ZALE 09 17¢ 09" 17¢
27541 |INMP22 = A AALE 09¥ 19¢ 09¥ 19¢
00887 [Normetanephrine(HPLC) = E 45| SHAALE] 09% 19¢ 09% 19¢
42571 [Norovirus Ag o= A ZIAE 09¥ 19¢ 09¢ 19¢
29445 |NPM1 mutation analysis =1 B2 S HALE 09¢ 13¢ 09% 23¢
27181 [N-ras gene mutation g | SIS ZAE 09¢ 129 09%! 23Y
01611 |NSE ots | SHolStAALE 09 19¢ 098 19¢
65450 |Opiates aijel} A A ALE] 098 17¢ 09¥ 17¢
12320 |Osmolality oje QBHSISHA ALE] 09 17¢ 09¥ 17¢
12322 |Osmolality of US| St ALE 09% 17¢ 09% 17¢
12321 |Osmolality(24hr U) oje QB SHA ALE] 09 17¢ 09¥ 17¢
30690 |PAI-1 > A AALE 098 19¢ 09¥ 19¢
10245 |Pancreatic Amylase o QU BIS}EHZ ALE] 09% 17¢ 09 17¢
10246 |Pancreatic Amylase(RU) o QlulSetZI ALE 09¥ 17¢ 09 17¢
01630 |PAP Of HAZALE 09% 17¢ 09% 17¢
01631 |PAP of A AALE 098 17¢ 098 17¢
50847 |Paragonimus lgG(BF) 2= 0 O 24 ALE 09% 19¢ 09¥ 19¢
50852 |Paragonimus IgG(CSF) =1 A ZIAE 09¥ 19¢ 09¢ 19¢
50843 [Paragonimus IgG(S) -3 HAHALE 09% 19¢ 09% 19¢
42195 |Parainfluenza culture =] O S AHALE 09% 19¢ 09 21¢
11201 [Paraoxonase (PON1) o QBHS|SHZ ALE 09% 17¢ 09% 17¢
42660 |Parvo virus B19 DNA ot A= HAE 09% 13¢ 09% 19¢
12806 |p-Cresol ESS E SISt AALE! 09¢ 20 09 21¢
26581 |PDGFRA(FISH) 2otrs [ MERHZALE 09% 19¢ H0o| oLy
26582 |PDGFRB(FISH) st | MEZRHAALE 09 199 [ 2oy oLy
02036 [Pepsinogen I/l of US| StZALE 09% 17¢ 09 17¢
65470 |Phencyclidine 2 oj HA ZHALE] 09 17¢ 09 17¢
65290 [Phenobarbital of US| StZALE 09 17¢ 09 17¢
12805 [Phenol e E315HHAE 098 20¢ 098l 21¢
65300 |Phenytoin afijel} QIS S AE] 09¥ 17¢ 09¥ 17¢
10132 |[Phosphate(Pi) oj QB SHA ALE] 09 17¢ 09 17¢
10131 |Phosphate(Pi)(24hr U) afijel} QIS S AE] 09¥ 17¢ 09¥ 17¢
11160 |Phospholipid oj QB SHA ALE] 09 17¢ 09 17¢
11161 |Phospholipid(Fluid) aijel} QIS ALE] 09¥ 17¢ 09¥ 17¢
01640 |PIVKA-2 2= HAZALE 09% 19¢ 09% 19¢
51920 |Platelet Associated Ab =2 HAZIAE 09¥ 19¢ 09¢ 19¢
26600 |PML/RARA(FISH) Yot S | MERHBAE 09g 199 [ EnojydUo|Ly
25710 |PML-RARa (nested RT-PCR) 2 SAHS HALE 09¥ 12¢ 09¥ 20¢
25712 |PML-RARa (nested RT-PCR) = =APS =S HALE 09% 12¢ 09¢ 20
25713 |PML-RARa (real-time PCR) = B2 HALE 09¥ 12¢ 09¢ 20¢
25714 |PML-RARa (real-time PCR) = =APS =S HALE 09% 12¢ 09¢ 20




ENELS HA iy | A =TT E°ﬂoa, So|Atg
42670 [Pneumocystis jirovecii PCR 2l SAPS S HALE 092 129 092! 202
42682 |Polyomavirus(BK) PCR = B2 S A ALE] 09¥ 12¢ 09¢ 20
42685 [Polyomavirus(BK) PCR QN 4= B2 S ZALE 09% 12¢ 09% 19¢
42686 |[Polyomavirus(BK) PCR QN 2= B2 S A ALE] 09¥ 12¢ 09 19¢
42680 |[Polyomavirus(BK,JC) PCR = SAPS S HALE 092 129 092! 202
42683 |Polyomavirus(JC) PCR = B2 S A ALE] 09¥ 12¢ 09¢ 20
11760 |Porphobilinogen &4 sta | SasstEAE | 098 14Y 09% 14Y
10142 |Potassium(K) oj QU BHSISH A ALE] 09¥ 17¢ 09¥ 17¢
10141 |Potassium(K)(24hr U) ojed QlBtSSHA ALE] 09% 17 09% 17¢
20330 |Prealbumin o QUBIS|5HA ALE 09 17¢ 098 17¢
30730 |Protein C Activity 2T | oG St ALE] 09¢ 19¢ 09% 19¢
30740 |Protein C Antigen 2 HA A ALE] 09¥ 19¢ 09¢ 19¢
20711 |Protein E.P(24h urine) -2 EASISHAALE 09¢ 19¢ 09% 20¢
20716 |Protein E.P(CSF) -2 E431SHAALE] 09¥ 19¢ 09¥ 20
20713 |Protein E.P(Random urine) -2 | ELGIEHZHAIE 09¢ 19¢ 09% 20¢
20710 |Protein E.P(Serum) -2 E 4515 AALE 09¥ 19¢ 09¥ 20¢
30750 |Protein S Activity ez | SHSSHAALE] 09¥ 19¢ 09¢ 19¢
30760 |Protein S Ag(free) = A ZALE] 09¥ 19¢ 09 19¢
30770 |Protein S Ag(total) =2 O ZIALE 09¥ 19¢ 09¢ 19¢
10035 |Protein/creatinine ratio o QU BIS}SHAALE] 09 17¢ 09" 17¢
27895 [Prothrombin G20210A Mutation S} AP =S HAE 09% 13¢ 09% 20¢
70860 |Protozoa o°-= D|MEZHAIEl 09 17¢ 09¥ 17¢
02060 |Quad Test of SHO|SHA ALE 09% 17¢ 09¥ 17¢
52390 |QuantiFERON-TB -2 HH HALE 09% 19¢ 09% 19¢ 133 22[E7t
51931 |R.A Factor of QUBISISHHALE 098 17¢ 098 17¢
51941 [R.A Factor 22 o US| StAALE 09 17¢ 09¢ 17¢
41630 |R.tsutsugamushi o O ZIAE 09¥ 17¢ 09¢ 17¢
51960 |RA Factor IgA - HAAHALE 09¢ 19¢ 09 19¢
51950 |RA Factor IgG & A HALE] 09¥ 19¢ 09¢ 19¢
01370 |Renin Activity o= SHO|GHAALE] 09¥ 19¢ 09 20
30420 |Rh Ab Titer o AT AALE 098 17¢ 09% 17¢
30391 |Rh(D) Typing oje S OHSISHAALE! 09¥ 17¢ 09¥ 17¢
30392 |Rh(D) Typing o SOHG|SHAALE] 098 17¢ 09¢ 17¢
51216 |Ribosomal P protein IgG Ab 2= O A ALE] 09% 19¢ 09% 19¢
42290 |Rotavirus Ag o A ZIAE 09¥ 19¢ 09¢ 19¢
50935 |RPR dY of QU BSlSHAALE 098 14¢ 098 14¢ AHAI 9 17 B
42225 |RSV Culture 2= 0’4 = dAE 098 19¢ 098 21¢
41941 |Rubella lgG o HAZALE 09% 14Y 098 14¢
41951 |[Rubella IgM aijel} A A ALE] 098 14¢ 09¢ 14¢
42690 |Rubella Virus RT-PCR g | EANSEAE 09% 12¢ 09¢ 19¢
71150 |S.pneumoniae urinary Ag o= HAHALE 09¥ 17¢ 09¥ 17¢
42700 |Salmonella PCR 2ots | RS EAE 09% 12¢ 098 21¢
01723 |SCC of HAZALE 098 14¢ 098 14¢
12400 |Semen Analysis oje SOHSISHAALE! 09 17¢ 09 17¢
01845 [Sequential 1st 2= SHO|BHZA ALE] 09%! 19Y 09% 19¢
01846 |Sequential 1st_NT 2 SHO|GHZALE] 09¥ 19¢ 09% 19¢
02062 |Sequential 2nd (Quad) o SHO| S ALE! 09%! 17¢ 09 17¢
63226 |sFlt-1/PIGF ratio 2= HA ZALE 09 19¢ 098 19¢
10152 |Sodium(Na) o QIS S ALE] 09¥ 17¢ 09 17¢
10151 |[Sodium(Na)(24hr U) o QUEHSISHHALES 09 17¢ 09¥ 17¢
00156 [Somatomedin-C (CLIA) of HAZALE 098 17¢ 09%! 17¢
00152 |Somatomedin-C (RIA) -2 SHO|SH A ALE] 09¥ 19¢ 09% 19¢
50848 |[Sparganum IgG(BF) -2 A ZIALE 09¥ 19¢ 09¢ 19¢
50853 |Sparganum IgG(CSF) o= HAHALE 09% 19¢ 09¢ 19¢
50844 |[Sparganum IgG(S) -2 HA HAE 09¥ 19¢ 09¥ 19¢
43656 [STD 12Z(Multiplex-PCR) -2 B2 S HALE 09¢ 19¢ 09% 19¢
43650 [STD 6Z(Multiplex Real-time PCR) 22 | 2AY=EAE 09% 17¢ 09%! 17¢
43655 |[STD 6&(Multiplex-PCR) oj BE2HH S HALE 09 17¢ 09% 17¢
43660 [STD 7Z(Multiplex Real-time PCR) 22 | 2AY=EAE 09% 17¢ 09%! 17¢
12460 |Stone Analysis 2 2= E SISt AALE! 09% 14 098 14¢
70870 |Stool Microscopy o OJ A S HALE] 09¥ 17¢ 09% 17¢
71250 |Stool OB A&k of 0’4 = HAE 098 17¢ 098 17¢
70890 |Stool WBC of 0’8 = dAE 098 17¢ 098 17¢
42580 |[Strep. Group B PCR -2 BE2HH S HALE 09% 19¢ 09% 19¢
13240 |TAS&TOS test of US| St ALE 09% 17¢ 098 17¢
00320 |TBG (RIA) ESS SHO|SH A ALE] 09¢ 19¢ 09¢ 19¢
65480 |TBPE of S5t AE 098 14¢ 098 14¢
00530 |Testosterone, Free = SHO|SHA ALE] 098 17¢ 09% 17¢
65140 |[Theophylline Of UEISISHHALE 09 17¢ 098 17¢
30970 [Thrombin Time g | GUSISIZIANE | 098 19Y 092 19¢
01775 |Tissue polypeptide Ag(TPA) -2 HAAHALE] 09¥ 19¢ 09¢ 19¢
11021 |Total Cholesterol oj Ut HALE 09% 17¢ 09% 17¢




[=] 20
AARE HALY FA2Y | M e s So|AfE
60005 |Total IgE (Unicap) el =1 EASISHAALE 09¢ 20 09¢ 20
11180 |Total Lipid OfY | ExatatAAE | 09¥ 142 092 142
11181 |Total Lipid 0HY [ E4SISIAAE | 09% 14Y 09% 14
11780 |Total Porphyrin &4 o E 4515 ALE 09% 14¢ 09¥ 14¢
10033 |Total Protein oj QU HALE 09¢ 17¢ 09% 17¢
10031 |Total Protein(24hr U) oj QU BHSISH A ALE] 09¥ 17¢ 09¥ 17¢
10032 |Total Protein(CSF) oje QlBtSSHZA ALE] 09% 17¢ 09 17¢
10034 |Total Protein(RU) oj QU BHSISH A ALE] 09¥ 17¢ 09¥ 17¢
52271 |Toxocariasis Ab IgG = A A ALE 09¢ 19¢ 09% 19¢
43510 |Toxoplasma DNA PCR 22 | EAMYSHALE! 09¥ 12¢ 09¥ 21¢
50904 |Toxoplasma lgG o A A ALE 09¢ 14 09% 14¢
50914 |[Toxoplasma IgM o HA A ALE] 09¥ 14 09 14
50955 |TPIA Oi=8hA| Y o Uttt HALE] 09¢ 14 09¢ 14Y AGA 9 172 B
20360 |Transferrin o QUBIS|5HA ALE 09 17¢ 098 17¢
20370 |Transferrin saturation o B3} SHZ AE 09 17¢ 09% 17¢
42720 |[Treponema pallidum PCR =1 B2 S A ALE] 09¥ 19¢ 09¢ 19¢
42655 |Trichomonas vaginalis PCR -2 A S HALE 09¥ 19¢ 09¥ 19¢
11191 |Triglyceride o LISl StAALE 098 17¢ 09& 17¢
01870 |Triple marker O SHO|SHZAALE] 098 17¢ 09¥ 17¢
12591 |Troponin | o A ZAE 09 17¢ 09" 17¢
70921 |Urea breath Test(20m) =1 EASlStAALE 09¥ 19¢ 09¢ 19¢
42733 |[Ureaplasma parvum PCR 2-2 | EAYELAE 09¢ 19¢ 09 19¢
42730 |Ureaplasma urealyticum PCR -2 A S HALE 098 19¢ 09¥ 19¢
10932 |Uric Acid o LISl StAALE 098 17¢ 09& 17¢
10931 |Uric Acid(24hr U) aijel} QUBISISHAALE] 098 17¢ 09¥ 17¢
65350 |Valproic Acid o QBISISHZALE! 09 17¢ 09¥ 17¢
65370 |Vancomycin o QlulSatZI ALE 09¥ 17¢ 09¢ 17¢
42230 |Varicella-Zoster Culture 2= 0’4 = AE 092 199 09% 20¢
42740 |Varicella-Zoster DNA(PCR) 25 oA S HAE 09% 19¢ 092 209
42050 |Varicella-Zoster IgG 2= TS ZIALE] 098 19¢ 098 19¢
42051 |Varicella-Zoster 1gG 2= O A ALES 09%! 19¢ 09% 19¢
42060 [Varicella-Zoster IgM 22 HAAHALE 09¢ 19¢ 09 19¢
42061 |Varicella-Zoster IgM 2= 0 A ALES 09%! 19¢ 09% 19¢
70930 |Vibrio Culture Of 0’4 = HAE 09% 14¢ 09% 24¢
11340 [Vitamin A > S5t AE 09% 142 09¢ 19¢
11360 |Vitamin B1 2 E SIS ALE! 09¢ 12¢ 09% 13¢
11370 [Vitamin B2 3} S5t AE 09% 132 09% 132
11386 |Vitamin B6 (PLP) s E SIS ALE! 09¢ 19¢ 09% 19¢
11410 [Vitamin C = S5t AE 092 19¢ 09¢ 19¢
11415 |Vitamin C = EaotetHALE 09 19¢ 098 19¢
11420 [Vitamin E > S5t AE 09% 142 09¢ 19¢
00920 |VMA A&k St E SIS ALE! 09% 13¢ 09% 19¢
00910 |[VMA &M -3 | SstetdAE 092 19¢ 09¢ 19¢
30830 [von-Willebrand's Antigen = O A ALE] 09% 19¢ 09% 19¢
70173 |VRE Culture of 0]’ 4= ZAE 098 14¢ 09% 249 |E1008U+3Y HF7|7F ol
42856 |VRE(real-time PCR) g [ EAVESZAE 09% 19¢ 09% 20¢
70960 [Wet Smear of 0’4 = dAE 09% 17¢ 09 17¢
50980 [Widal Test Of HAZALE 098 17¢ 09% 17¢
50990 |Widal test (Para A B) of A AALE 09¢ 17¢ 09%! 17¢
29610 [Y-chromosome microdeletion 25 =APS = HAE 092 129 09 21¢
*No growthe 9g17¢ 210
71090 |Yersinia Culture Of 0| S HALE 09¢ 14¢ 09¢ 22¢ Growth¥ 42 E10)d Y
+3% AFZ 7|2t of A
42271 |Zika Virus Real-time PCR(&0{) el-2 | E2}HEAHALE 09% 19¢ 09% 19¢
42272 |Zika Virus Real-time PCR(H|=209) -2 | BN EAE 09¢ 19¢ 092 192
12855 [Zinc(Zn) 2z | ELGISHHALE 09% 19¢ 09% 19¢
12856 |Zinc(Zn) 2 | ELSSHHALE 09¥ 19¢ 09¥ 19¢
20400 [a1-Antitrypsin o QSIS ALE 098 17¢ 09 17¢
01425 |B2-Microglobulin o A ZIALE 09¥ 17¢ 09 17¢
01426 |B2-Microglobulin(RU) oj HA ZHALE] 09 17¢ 09 17¢
11210 |B-Lipoprotein afijel} QIS S AE] 09¥ 17¢ 09¥ 17¢
11531 [HEIHHYChAIO|A MS/MS 55F of E3515HHAE 098 14¢ 098 14¢
42576 |24 EAL HOl Ho|HA MEZAL of A= HAE 09% 17¢ 098 17¢
42577 |SHEA T MEHA o A S HALE 098 17¢ 09 17¢
65255 |OtedHAAL 4Z(COC/MET/THC/MOR) of A HALE 09% 17¢ 09¥ 17¢
65251 [OtfMEZHAL 65 o HAZALE 098 17¢ 09¢ 17¢
63223 [BHA SAIE 27| IgG 222Z & HAHALE 09¥ 19¢ 09¥ 19¢
63224 [Phd SAIE Y2{R|1gG 222F o HAAAE 09¢ 19¢ 09¢ 19¢
70970 [EHESHZA 2= 0’8 =dAE 09% 17¢ 09 17¢
27590 [MHHHHERHAHGIB2) -2 | BAEESEAME 098 12¢ 09 21¢
27591 |MHLHARH(GIB2) 2= | EAMSZEAE | 09" 129 098 21
11502 [MAJCjALOld 65 -2 | EsoEEAE 09814¢ 09814




HARE diad ZALE

11512 |[MAgOiAtol4 75 -2 | SsoEEAE 0914 0914

42585 Mgt BAHAL PCR 58 -2 | BAYSEAE 09¢ 19 098 19¢

71010 |[2Z&2tHAHScotch tape) -2 D|AH S HALE! 09¢ 17¢ 09¢17¢

27596 &Y MEHAAH(Wilson disease) -2 | FAMESEAE 09% 132 09% 19¢

70762 [EME4 Endotoxin =] CHAZALE 09% 19¢ 09% 19¢

70755 [EAME4 OYSHIYAAL o O S AHALE 09¢ 14 098 21¢

12645 |EME4 DIMEZ24Z5dA = E SIS ALE 09% 23¢ 09% 23¢

42304 |H|E A0l MEHAL oHY | SRS HAE 09¢ 17¢ 09¢ 17¢

31160 [EHHHZHA -5 | SUSSHEALE 09% 17¢ 09% 19¢ 132 (3 o227t
70700 [87]4 e Ofd | O/MSAAIE | 09 14 098 249 |2 001A+3A HFI|2H 04
42308 |&57]Ht0[21A 14% PCR 0fY | BAAMSAAE | 09F 174 098 17¢

42306 |E57|Ht0[2{A 6& PCR oHY | SRS HAE 09¢ 17 098 17¢

71100 | ESHAL (Trematodes) 23 D[S HAE 09%! 17¢ 092! 17




