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SFTS (Real-time RT-PCR) ZdA} AlFZAL OHLY
o Anti Intrinsic Factor Ab ZdA} AlFZAL QHLY
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ZA: EDTA Blood / 1.0 mL

ZAHH: Real-time RT-PCR o QIAFZ O|O| : RIS 7| OY7H HIO[HA 2IEH
SFTS (Real-time RT-PCR) AAY/A2U: E, =, /29 ESTLHELTUAZF T SevereFeverwith
(SML code: 42270) 2t012]: Negative Thrombocytopenia Syndrome, SFTS)S RICH
BAE: L6582} D658401C ° 24ZAt: 2020\ 8 3Y F B

(815.29) / 69,950 &

ZA|: SST Serum / 0.2 mL
ZAFH: ELISA
HAd/AU: 2 /1Y
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Anti Intrinsic Factor Ab HA: (29: unit) JHZZ;qE e
(SML code: 51272) Negative < 20.0 g2 2ol w8
Equivocal 20.1-24.9 0 4891t 2020'F 82 3 4 28H

Positive = 25.0
H3AME: %=805D8050003
(98.55) / 8,460¥
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(SML code: 20490) 2020 8 6 W4 HEE

BE2 Exon 2, 3

E1n89l: Exon 2, 3, 4(&7h)
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K-RAS gene mutation
(SML code: 27661)
o HZUR}:
2020 8 10 & 25
N-RAS gene mutation BAIZEE: 27181 HAIRE: 27180
(SML code: 27180) H182|:Exon 2, 3 H1529:Exon 2, 3, 4(&71)
CYP2C19 major 2473: 23: é:-;-zll?l petel)
polymorphism . - o HEYUAL:
(SML code: 27790) Wild type Wild type (+1/+1) 2020'd 8 & 102 A4 2HE
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Anti Intrinsic Factor Ab
(SML code: 51271)

2/2

o=l HfFe=MEh(Reyay
totdic

06742 MEEHA| MEAT HIRE|Z241Z 572

[ =2 O

| T1661-5117 F 02-3497-5169 www.smlab.co.kr



