SML azelzms 2023H 9-108 g 7|Zt HA

—
**9-108 €7 : 9E28Y(S)~9E 30¥(E), 10¥
X0l

o A #n angy | 21| 24 A SHEEES Relne

At 2o
00825 |5-HIAA H& 24hr Urine ELISA = 1 HAHAE 108 4 108 4
00826 |5-HIAA H& Random Urine ELISA 3} 1 HAHAE 108 4 108 4
51075 |Anti Aquaporin 4 Ab SST Serum IFA = 1 HAZAE 108 4 108 4
51076 |Anti Aquaporin 4 Ab (2 &) SST Serum IFA = 1 |HIHAE 108 4 108 4
51100 [Anti Cardiolipin IgA SST Serum ELISA 35 1 HAZAE 108 4 108 4
51170 [Anti dsDNA IgM SST Serum ELISA = 1 HAAAE 108 4 108 4
51171 |Anti dsDNA IgM EDTA Plasma ELISA = 1 HAZAE 108 4 108 4
52040 [Anti GD1b IgG SST Serum Immunoblot assay | = 1 HAAHAE 108 4 108 4
52041 |Anti GD1b IgG CSF Immunoblot assay = 1 HAZAE 108 4 108 4
52042 |Anti GD1b IgG EDTA Plasma Immunoblot assay | = 1 HAHAE 108 4 108 4
52050 |Anti GD1b IgM SST Serum Immunoblot assay =1 1 HAZAE 108 4 108 4
52051 [Anti GD1b IgM CSF Immunoblot assay | = 1 HAHAE 108 4 108 4
52052 |Anti GD1b IgM EDTA Plasma Immunoblot assay =1 1 HAZAE 108 4 108 4
52060 [Anti GM1 IgG SST Serum Immunoblot assay | = 1 HAAAE 108 4 108 4
52061 |Anti GM1 IgG CSF Immunoblot assay =1 1 HAZAE 108 4 108 4
52070 [Anti GM1 IgM SST Serum Immunoblot assay | = 1 HAAHAE 108 4 108 4
52071 |Anti GM1 IgM CSF Immunoblot assay = 1 HAZAE 108 4 108 4
52095 [Anti GQ1b IgG SST Serum Immunoblot assay | = 1 HAAAE 108 4 108 4
52096 [Anti GQ1b IgG CSF Immunoblot assay = 1 HAHALE 108 4 108 4
52097 |Anti GQ1b IgM SST Serum Immunoblot assay | = 1 HAAAE 108 4 108 4
52098 [Anti GQ1b IgM CSF Immunoblot assay = 1 HAHALE 108 4 108 4
51272 |Anti Intrinsic Factor Ab SST Serum ELISA = 1 HAZHALE 108 4¥ 108 4¥
51450 |Anti Phospholipid 1gG SC Plasma ELISA == 1 HAZAE 108 4 108 4
51451 |Anti Phospholipid 1gG SST Serum ELISA 3= 1 HAAAE 108 4 108 4
51460 |Anti Phospholipid IgM SC Plasma ELISA 3= 1 HAZHALE 108 4Y 108 4¥
51461 |Anti Phospholipid IgM SST Serum ELISA 3t= 1 HAAAE 108 4 108 4
51620 |Anti TS Ab SST Serum Bio-assay -5 2 |HAHAE 108 4 108 5¢
13299 |CD16+56 (NK cell) EDTA Blood Flow Cytometry o 1 HAAAE - - AH (9727 22| =7h
50560 |Chlamydia pneumoniae IgG SST Serum ELISA =1 1 HAZALE 108 4¥ 108 4
50570 |Chlamydia pneumoniae IgM SST Serum ELISA A3 1 HAAAE 108 4 108 4
50630 [Chlamydia trachomatis IgG SST Serum ELISA ERaes 1 HAHALE 108 4 108 4
50640 |Chlamydia trachomatis IgM SST Serum ELISA A3 1 HAAAE 108 4 108 4
51701 |CIC C1q SST Serum ELISA = 1 HAZAE 108 4 108 4
12381 |Deoxypyridinoline(DPD) Random Urine  [CLIA =R 1 HAHALE 108 4 108 4
52117 |Ganglioside Ab 1gG Panel SST Serum Immunoblot assay | & 1 |EAEAE 108 4% 108 42
52118 |Ganglioside Ab IgM Panel SST Serum Immunoblot assay | & 1 HAHALE 108 4 108 4
50280 |HEV Ab IgG SST Serum EIA 3= 1 |HAHAE 10¥ 42 108 4
50290 [HEV Ab IgM SST Serum EIA ot 1 HAHALE 108 4 108 4
51670 [Histone Ab SST Serum ELISA == 1 HYAAME 108 4% 108 4
133002l [Lymphocyte subset SET EDTA Blood Flow Cytometry o 1 HAHALE - - drergd9/27 2lzlE7h
26262 [NK MIZ = ZAF HE87| Y ELISA -3 1 |HAHAE 108 4 108 4 AMTNE| B
27541 |NMP22 Random Urine ELISA =R 1 HAHAE 108 4 108 4
12280 |NTx Random Urine ELISA = 1 HYAAME 108 4% 108 4
30690 |PAI-1 SC Plasma ELISA =R 1 HAHAE 108 4 108 4
52105 |Paraneoplastic Ab (9%) SST Serum Immunoblot assay g 1 HAZAE 108 4% 108 4%
52106 |Paraneoplastic Ab (95) CSF Immunoblot assay = 1 HAZAHALE 108 4% 108 4%
30740 |Protein C Antigen SC Plasma ELISA s 1 HAHALE 108 4 108 4
30760 |Protein S Ag(free) SC Plasma ELISA R 1 HAHALE 108 4 108 4
30770 |Protein S Ag(total) SC Plasma ELISA d+3 1 HAHAE 108 4 108 4
63270 |Specific IgG4 D1 (D. pteronyssinus) |SST Serum FEIA ot 1 HAHAE 108 4 108 4
63271 |Specific IgG4 D2 (D. farinae) SST Serum FEIA st= 1 HAHAE 108 4 108 4
63272 |Specific IgG4 E1 (Cat dander) SST Serum FEIA ot 1 HAHAE 108 4 108 4
63273 |Specific IgG4 E5 (Dog dander) SST Serum FEIA st= 1 HAHAE 108 4 108 4
63274 |Specific IgG4 F1 (Egg white) SST Serum FEIA ot 1 HAHAE 108 4 108 4
63275 |Specific 1gG4 F13 (Peanut) SST Serum FEIA st= 1 |HAHAE 108 4 108 4
63276 |Specific IgG4 F233 (Ovomucoid) SST Serum FEIA ot 1 HAHAE 108 4 108 4
63277 |Specific 1gG4 F78 (Casein) SST Serum FEIA st= 1 |HAHAE 108 4 108 4
52271 |Toxocara canis IgG SST Serum ELISA =R 1 HAHAE 108 4 108 42
01117 |Tryptase SST Serum FEIA = 1 |HAHAE 108 4 108 4
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30830 |von-Willebrand's Antigen SC Plasma ELISA A5z 1 HAHAE 108 4 108 4
52389 |27 50| AR IFN-r (QTB-plus) HEE7| ELISA 4-3 2 |HAAAE 108 4 108 4 9/26~27 B & — 10/4 £
52393 |AMUTS0| XS EHH E L0} HEEI| ELISA -3 2 |HAHAE 108 4 108 4 9/26~27 FH+ & — 10/4 B3
63223 |2Hd SAE LB I19G 222F SST Serum Microarray-based E| 3H2 1 |HEIHAE 108 4 108 4
63224 |THd SAHE L2R| IgG 222F EDTA Blood Microarray-based E| &= 1 HAHAE 108 4 108 4
52112 (M A Eeetd XHE 45 SST Serum Immunoblot assay | = 1 HAZAE 108 4 108 4
52113 (MG HeA XIHEH4E CSF Immunoblot assay =1 1 HAZAE 108 4Y 108 4
53000 [YX3I0|HY T = HHZAAHAIZON)|[Hp Plasma CLIA R 3 [HAHAE 108 4 108 62 9/25~27 "=+ & — 10/6 B3
50785 |9 74Z HHO|20tA I 'd A AKGastroP{EDTA Plasma ELISA = 1 HAZAE 108 4 108 4
70762 | £ Endotoxin Water Kinetic turbidimetri| 242 1 HAZHALE 108 4Y 108 4¥
42105 |Adenovirus culture Other Shell Vial Culture -3 3-5 |O[d=ZALE 108 2¢¥ 108 5¢
71271 |Chlamydia culture Other Shell Vial Culture | &-2 3 |odEdAME 108 2¢ 108 4
42135 |CMV culture Other Shell Vial Culture -3 3-5 |O[d=ZALE 108 4% 108 5¢
42142 |Enterovirus culture Other Shell Vial Culture -2 3-5 |O|4SHALE 108 2¢ 108 4¥
42155 |HSV culture Other Shell Vial Culture -3 3-5 |O[d=ZALE 108 4% 108 5¢
42165 |Influenza A Culture Other Shell Vial Culture -2 3-5 |O[MZHALE 108 2¢ 108 5¢
42175 |Influenza B Culture Other Shell Vial Culture -3 3-5 |O[d=ZALE 108 2 108 5¢
42195 |Parainfluenza culture Other Shell Vial Culture -2 3-5 |O[MZHALE 108 2¢ 108 5¢
42225 |RSV Culture Other Shell Vial Culture | €-3 3-5 |OdSHALE 108 2¢ 108 5¢
42230 |Varicella-Zoster Culture Other Shell Vial Culture -2 3-5 |O[MSHALE 108 2¢ 108 5¢
42255 Q| = F7|H}0[2{A culture SET Other Shell Vial Culture -2 3-5 |O[d=ZALE 108 2¢¥ 108 5¢
70521 |AFB Sensitivity (RIF, INH) Sputum Real-time PCR -3 2 |2XOdEEAE 9% 27¢ 108 2¢
70516 |AFB Sensitivity (Sequence) Sputum Sequencing 43 5 |[2X0dEHAE 98 27¢ 108 6%
42682 |BK Virus PCR Random Urine PCR EE 2 |2XO4EFAE 108 2¢ 108 4
42685 |BK Virus PCR Y& Random Urine Real-time PCR EE 2 |EX0IEEZEAE 108 2¢ 108 4¥
42340 |Chlamydia pneumoniae PCR Other PCR 3= 1 |EX0EEHAE 108 2¢ 108 2¢
42350 |CMV DNA(PCR) EDTA Blood Real-time PCR -3 2 | EX0dESEAE 9¥ 27¢ 108 2¥
42356 |CMV M2 (Real-time PCR) EDTA Blood Real-time PCR -3 2 |2XO4EFAE 9¢ 27¢ 108 2¢
42920 |EBV PCR EDTA Blood Real-time PCR -3 2 | EX0dESEAE 98 27¢ 108 2¥
42935 |EBV HE (Real-time PCR) EDTA Blood Real-time PCR -3 2 |2XO4EEAE 9¢ 27¢ 108 2¢
42370 |Enterovirus PCR CSF Real-time RT-PCR | &% 3 [EX0IEEZEAE 9¥ 27¢ 108 4¥
42379 |H.pylori PCR Tissue Real-time PCR -3 2 |2XO4EFAE 9¢ 27¢ 108 2¢
42385 |H.Pylori PCR+E2}2| A2 00| Al LYY [Tissue Real-time PCR -3 2 | EX0dESEAE 98 27¢ 108 2¢
42383 |H.Pylori 22t2|220r0|A LH S Y Tissue Real-time PCR -5 2 |2XO4EEAE 9¢ 27¢ 108 2¢
42382 |H.Pylori 22t2|AZ0H0|Al LiA & A Tissue Sequencing 4-3 3 [EX0IEEZEAE 9% 27¢ 108 4
50209 [HBV Drug mutation SST Serum Sequencing A3 5 |EX0EEHAE 98 27Y 108 62
52361 |HCV genotyping (Real-time RT-PCR) [SST Serum Real-time RT-PCR | €52 3 |2X0EEEAE 98 27¢ 108 4¥
42404 [HIV RNA H¥ EDTA Plasma Real-time RT-PCR | 3}2 2 |2XO4EEAE 108 2¢ 108 4
42462 |HPV genotyping (NGS) 2HI& NGS 43 2 [EX0EEZEAE 98 27¢ 108 2¢
42683 |JC Virus PCR Random Urine PCR =R 2 [EX0IESEAE 108 2¢ 108 4
42540 2| Malaria PCR EDTA Blood PCR A3 3 | 2X0dEEAE 98 27¢ 108 4
42855 |MRSA (Real-time PCR) H|QIZ /5 =&  |Real-time PCR R 2 |EX0IESEAE 98 27Y 108 2¢
42606 |MTB & NTM PCR Sputum Real-time PCR 43 2 [EX0EEZEAE 98 27¢ 108 2¢
42640 |Mycoplasma pneumoniae PCR Sputum PCR ot 1 [EX0dESHAE 108 2¢ 108 2¢
42660 |Parvo virus B19 DNA SST Serum PCR 3= 2 [EX0EEZEAE 108 2¢ 108 4%
42670 |Pneumocystis jirovecii PCR Sputum PCR =R 2 |EX0IESEAE 108 2¢ 108 42
42680 |Polyomavirus(BK,JC) PCR Random Urine PCR a5 2 [EX0EEZEAE 108 2¢ 108 4
42690 |Rubella Virus RT-PCR EDTA Blood RT-PCR E=Ea] 3 [EX0IESEAE 98 27Y 108 4
42700 |Salmonella PCR EDTA Blood PCR Y= 5 |SXOEESHAE 98 26Y 108 5¢
42270 |SFTS virus (Dabie bandavirus) EDTA Blood Real-time RT-PCR | €3 2 |EX0IESEAE 98 27Y 108 2¢
43510 |Toxoplasma DNA PCR EDTA Blood PCR ot s 2 | EX0dESEAE 108 2¢ 108 4
42740 |Varicella-Zoster DNA(PCR) EDTA Blood PCR E=Ea] 1 [EX0dESHAE 108 2¢ 108 2¢
25330 |Apolipoprotein E Genotype EDTA Blood PCR A3 2 |[EX|TEAE 108 4 108 5¢
25371 |BCR:ABL1 (major) H4AA} Bone Marrow RT- Nested PCR Az 3 |[EARTHAE - - AreHgd9/27 2zl E7h
27576 |BCR:ABL1 (major) HZZAAt EDTA Blood Real-time RT-PCR | €53 3 | 2RRTEEAE - - AHtEH(9/27 2=l =7h
25381 |BCR:ABL1 (minor) M8 AL Bone Marrow RT- Nested PCR Az 3 |[EARTHAE - - AreHgd9/27 2zl E7h
27577 |BCR:ABL1 (minor) HZFZ At EDTA Blood Real-time RT-PCR | €3 3 | 2RRTEEAE - - AHtEH(9/27 2=l =7h
29052 |BRAF gene exon15 mutation Tissue PCR + Sequencing | €53 5 |2ARTEAE 108 4 108 11
29065 |BRAF V600E mutation Thyroid Real-time PCR 4-3 3 |RASEAAE 108 4 108 62
27765 |CALR gene mutation EDTA Blood PCR + Sequencing | ¥-2 7 | 2XRTdAE 108 4 108 13¢
29171 |Corneal dystrophy, TGFBI Other Sequencing d-3 3 | 2RRTEEAE 108 4 108 6%
27790 |CYP2C19 major polymorphism EDTA Blood Sequencing Az 5 |[EXRTEAE 108 4 108 1Y
27664 |EGFR gene mutation Tissue Sequencing 43 5 |[2XRTAE 108 4Y 108 1Y
27645 |EGFR gene mutation (Real-time PCR) |[EDTA Plasma Real-time PCR -3 3 |[EARTHAE - - Aregd9/27 2zl E7h
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- |Express QF-PCR 35/5% Amniotic Fluid QF-PCR 4-3 1 [EXRTEAE - - AN g 49727 2l2lE7h
30650 |Factor 5 Leiden(FV:Q506) EDTA Blood PCR-RFLP a5 2 |[EX|TYAE 108 4 108 5¢
26247 |FLT3 ITD/TKD mutation EDTA Blood Sequencing A 7 |[EXRTHAE 108 4 108 13¢
25450 |Fragile X EDTA Blood PCR Fragment anal| &-2 5 |EXARTEAE 108 4 108 1Y
25470 |HLA-A Typing (High) EDTA Blood PCR-SBT =R 5 [EXRTEAE 108 4 108 11¥
25477 |HLA-A Typing (Low) EDTA Blood PCR-SSP -3 3 | RRRTEEAE 108 4 108 62
25480 |HLA-B Typing (High) EDTA Blood PCR-SBT =R 5 [EXRTEAE 108 4 108 11¥
25487 |HLA-B Typing (Low) EDTA Blood PCR-SSP -3 3 | 2RRTEAE 108 4 108 62
25510 |HLA-B51 EDTA Blood Real-time PCR e 2 |[EXRTEAE 108 4 108 5¢
25512 |HLA-B5801 genotyping EDTA Blood Real-time PCR En 4 (BARTAAME 108 4 108 10¥
25490 [HLA-C Typing (High) EDTA Blood PCR-SBT EE 5 |2ARTZAE 108 4 108 1Y
25491 |HLA-C Typing (Low) EDTA Blood PCR-SSP -3 3 | 2RR|TEEAE 108 4 108 62
25535 [HLA-DQB1 Typing (High) EDTA Blood PCR-SBT EE 5 |2ARTEAE 108 4Y 108 1Y
25537 |HLA-DQB1 Typing (Low) EDTA Blood PCR-SSP -3 3 | 2RR|TEEAE 108 4 108 62
25560 |HLA-DR Typing (High) EDTA Blood PCR-SBT EE 5 |2ARTZAE 108 4 108 1Y
25550 |HLA-DR Typing (Low) EDTA Blood PCR-SSP -3 3 | 2RRTEAE 108 4 108 62
27796 [JAK2 gene exon12 mutation EDTA Blood PCR + Sequencing | 32 5 |2ARTZAE 108 4 108 1Y
27797 |JAK2 gene V617F mutation EDTA Blood Real-time PCR Eii=y 3 | RRR|TEAE 108 4 108 62
29259 [KIT (c-kit) gene mutation EDTA Blood Sequencing ER 7 | EXRTdAE 108 4 108 13¢Y
27661 |KRAS gene mutation Tissue Sequencing -3 5 |EXRTEAE 108 4 108 11
27767 |MPL gene W515 mutation EDTA Blood PCR + Sequencing | ¥-2 7 | EXRdAE 108 4 108 13¢Y
27694 |MSI(Microsatellite) Block PCR Fragment anal| &= 7 | RR|TEAE 108 4 108 13¢
27267 |MTHFR S Xt C677T, A1298C 10| JEDTA Blood Real-time PCR o 2 |[EXRTEAE 108 4 108 5¢
29445 |NPM1 gene mutation EDTA Blood Sequencing R 7 |RRRTEEAE 108 4 108 13¥
27180 |NRAS gene mutation Tissue PCR + Sequencing | ¥-2 5 |[2XRTEAE 108 4 108 1Y
25710 |PML:RARA H 4 A A EDTA Blood RT- Nested PCR | 3 | 2RRTEEAE - - aAxerEd(9/27 22&7h
25713 |PML:RARA HZFZAt EDTA Blood Real-time RT-PCR ¢ 3 | ERRTEEAE - - AN HEH(9/27 2=l =7
27894 |Prothrombin G20210A Mutation EDTA Blood Real-time PCR 3} 2 |EXREAAE 108 4¥ 108 5¢
27792 [RNF213 gene R4810K mutation EDTA Blood PCR + Sequencing | ¥-2 5 |[2XRTEAE 108 4 108 1Y
25320 |RUNXT:RUNX1T1(AML1:ETO) 4 Z {EDTA Blood RT- Nested PCR | 3 | 2RRTEEAE - - aAxerEd(9/27 22&7h
25325 |RUNXT:RUNX1T1(AML1:ETO) 22 {EDTA Blood Real-time RT-PCR ¢ 3 | ERRTEEAE - - AN HEH(9/27 2=l =7
29096 |TERT promoter mutation Tissue PCR + Sequencing | #-2 5 |EXRTEAE 108 4 108 11
29610 [Y-chromosome microdeletion EDTA Blood Multiplex-PCR 25 5 |[EXSEEAE 108 4% 108 1Y
27590 | HHHERTIHGIB2) EDTA Blood Sequencing -3 5 |[EXRTAAE 108 4 108 11
27591 | B HERTRHGIB2) Blood Paper Sequencing 43 5 |[2XRTEAE 108 4 108 1Y
275812|| /Y 8 |TXHEAHE 0d)(HI = O) |EDTA Blood Real-time PCR 4-3 3 |RASEAAE 10€ 42 10¢ 62
25103 [Chromosome Analysis Other Culture O | 15-20 |MZRTHALE 9F 28Y 108 24¥Y
25101 |Chromosome Analysis(AF) Amniotic Fluid Culture o 14 |MESTZAAE 9f 28¢ 108 17¢
25102 |Chromosome Analysis(BM) Bone Marrow Culture o 14 (MEZRTHALE 98 28Y 108 17¢¥
25110 |Chromosome analysis(Leukemia) Hp Blood Culture o 14 (MEZRTHALE 93 28¢Y 108 17¢
25100 |Chromosome Analysis(PB) Hp Blood Culture o 10 [MEZRTHALE 98 28Y 108 13Y
25105 |Chromosome Analysis(Stem) Stem cell Culture -5 14 |MEZERTAAE - - LA H(9/26~27 2l2|E7h)
25176 [Chromosome(Direct) Chorion - -3 3-4 |MEITEHAE - - MO M (9/25~27 2|2 27}
25165 |Chromosome(Long Term) Chorion Culture o 15 |MEZRTAAE 9g 28¢ 108 17¢
25175 |Chromosome(Direct+Long) Chorion Culture o 15 |MEZQSTZAALE 98 28% 108 17¢ Long Term(25165)%t 2|2| 7t
27901 |FISH_1p32/1g21 Bone Marrow FISH 4-2 | 45 |MERTHEAE 108 4% 108 62
26531 |FISH_20q12 Bone Marrow FISH 42 | 45 |(MEZQHEAAE 108 4 108 62
27911 |FISH_5g31 Bone Marrow FISH 22 | 45 [MEZQHZAAE 108 4 108 6
27921 |FISH_7q22/7q31 Bone Marrow FISH d-5 | 45 |MZEITZEAME 108 4 108 6%
28045 |FISH_ALK Gene Tissue FISH -5 10 |MESTHAE 108 4 108 6
28291 |FISH_ATM Gene Bone Marrow FISH 42 | 45 |(MEZQHEAAE 108 4 108 62
26151 |FISH_BCR:ABL1 Fusion Gene Bone Marrow FISH 4-2 | 45 |MERTHEAE 108 4 108 6
26454 [FISH_CATCH 22 Hp Blood FISH 43 7-8 |MZITZAE 98l 28 108 1Y
26458 |FISH_CATCH 22&Culture Amniotic Fluid FISH -3 15 [MZRTHALE 108 4 108 17¥
26481 |FISH_CBFB:MYH11 Fusion Gene Bone Marrow FISH 45 4-5 |MESTHAE 108 4% 108 6
27951 |FISH_Centromere 8 Bone Marrow FISH -5 | 45 [MZRIAAME 108 4 108 6
28301 |FISH_Centromere 12 Bone Marrow FISH 45 4-5 |MESTHAE 108 4% 108 6
26466 |FISH_del(13q14.3) Bone Marrow FISH d-5 | 45 |MZEFTEAME 108 4 108 6
28031 |FISH_ETV6:RUNX1(TEL:AML1) Fusion [Bone Marrow FISH 4-8 | 45 (ME{EAAME 108 4 108 62
27932 |FISH_EVIT(MECOM) Bone Marrow FISH -5 | 45 [MzZRTAAME 108 4 108 6
26652 |FISH_FGFR1 Bone Marrow FISH 4-8 | 45 (ME{EAAME 108 4 108 62
26581 |FISH_FIP1L1:PDGFRA Fusion Gene |Bone Marrow FISH -5 | 45 [MzZRILAME 108 4 108 6
26563 |FISH_IGH Gene Bone Marrow FISH 4-8 | 45 (ME{EAAME 108 4 108 62
26654 |FISH_IGH:BCL2 Fusion Gene Bone Marrow FISH -5 | 45 [MzZRILAME 108 4 108 6
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26572 |FISH_IGH:CCND1 Fusion Gene Bone Marrow FISH -5 | 45 |MZEFTEAME 108 4 108 6
27991 |FISH_IGH:FGFR3 Fusion Gene Bone Marrow FISH -2 | 45 |MERTHEAE 108 4 108 62
28005 |FISH_IGH:MAF Fusion Gene Bone Marrow FISH -5 | 45 |MZEFTEAME 108 4 108 6
28004 |FISH_IGH:MAFB Fusion Gene Bone Marrow FISH -2 | 45 |METHAE 108 4 108 6%
26653 |FISH_IGH:MYC Fusion Gene Bone Marrow FISH -5 | 45 |MZEFTEAME 108 4 108 6
27630 |FISH_KMT2A (MLL) Gene Bone Marrow FISH -2 | 45 |MERTHAE 108 4 108 6%
26655 |FISH_MYC Bone Marrow FISH -5 | 45 |MZEFTEAME 108 4 108 6
28011 |FISH_P16(CDKN2A) Bone Marrow FISH 4-8 | 45 |(ME{EAAME 108 4 108 62
26582 |FISH_PDGFRB Gene Bone Marrow FISH -5 | 45 |HMERTEAH 108 4 108 6
26600 |FISH_PML:RARA Fusion Gene Bone Marrow FISH -5 4-5 [(MESEHALE 108 4Y 108 6
25744 |FISH_Prader-Willi/Angelman syndrom|Hp Blood FISH -3 7-8 |MZESTHALE 9F 28Y 108 1Y
25753 [FISH_Prader-Willi/Angelman&Culture |Amniotic Fluid FISH -2 15 |HMZQHZAAE 9¢ 28Y 108 17¢
28313 [FISH_RB1, 13q14.2 Bone Marrow FISH 2-5 4-5 |MERTIZALE 108 4 108 6%
27080 |FISH_RUNX1:RUNX1T1(AML1:ETO) FBone Marrow FISH -2 | 45 |MEEHEAE 108 4 108 6
28022 [FISH_TP53 Gene Bone Marrow FISH -5 | 45 |HMERTEAH 108 4 108 6%
26294 |FISH_Williams syndrome Hp Blood FISH 4-2 | 7-8 |MERFHAE 93 28Y 108 1Y
10535 [(1-3)-B-D-Glucan SST Serum Colorimetry 3= 1 | LSS A ALE 9g 28Y 9g 28Y
10221 |Aldolase SST Serum Enzyme 23 1 |LEtErErEALE 108 2¢ 108 2¢
31160 [EU™HZHA EDTA Blood Scanning ZA| &g | €-3 1 |LEtetE HALE 98 28Y 9% 28Y Aretg 49727 2zlE7h
00593 |17-KS 24hr Urine Spectrophotometry| = 2 |ESEEAE 108 5¢ 108 62
00613 [17-OHCS 24hr Urine Spectrophotometry| & 2 |E3EtEALE 108 2¢¥ 108 4
12572 [2,5-Hexanedione(MBK)(SZ) Random Urine HSS-GC/MS A3 5 |SErEAE 108 4 108 1Y
12571 [2,5-Hexanedione(n-l4h) (&) Random Urine HSS-GC/MS =] 5 |SEEtEAE 108 4 108 1Y
11263 [25-OH Vitamin D2/D3 SST Serum LC/MS/MS A3 2 |EFSEHALE 109 42 108 52
00812 |5-HIAA EZ (24hr U) 24hr Urine HPLC 43 2 |ExEtEtAAE 108 42 108 5
00811 |5-HIAA ¥ (Plasma) EDTA Plasma LC/MS/MS 3} 5 |E45tetALE 10¢ 42 108 1Y
25000 [Acetylcholinesterase Amniotic Fluid Electrophoresis 32 2 | EsEtAAE 108 5% 108 6%
20560 |ALP Isoenzyme SST Serum Electrophoresis R 2 |ESEEAE 108 4 108 5¢
12670 [Aluminium(Al) Trace Serum ICP/MS o= 2 | St EAE 108 4 108 5
12671 [Aluminium(Al) 24hr Urine ICP/MS = 2 |ESEEAE 108 5¢ 108 62
20573 |Amylase Isoenzyme SST Serum Electrophoresis EiE= 2 |ESSEHALE 108 4 108 5¢
20574 |Amylase Isoenzyme Body Fluid Electrophoresis 3= 2 |ESEEAE 108 4 108 5¢
12683 |Arsenic(As) Trace EDTA Blood |ICP/MS F=ele=s 2 E 5|5t ALE] 108 4 108 5
12685 |Arsenic(As) 24hr Urine ICP/MS = 2 |ESEEAE 108 5¢ 108 62
12686 |Arsenic(As) Random Urine ICP/MS = 2 E45I5tHALE 108 5 108 6
12688 |Arsenic(As)(EZ) Random Urine ICP/MS 3= 3|S5 EAE 108 4 108 62
12692 [Cadmium(Cd) Trace EDTA Blood |ICP/MS Eleii=s 2 |ExEtEtAAE 108 42 108 5
12693 [Cadmium(Cd) 24hr Urine ICP/MS = 2 |ESEEAE 108 5¢ 108 62
12694 [Cadmium(Cd) Random Urine ICP/MS = 2 E 5|5t ALE] 108 5 108 6
12697 |Cadmium(Cd)(EZ) Random Urine ICP/MS o= 3 |SSEEAE 108 4 108 6
12698 |Cadmium(Cd)(EZ) Trace EDTA Blood |ICP/MS 4312 3 |EeeEAE 108 4 108 62
02043 |Catecholamine 2F EDTA Plasma HPLC/ECD =1 3 E SISt AAE! 108 2¢ 108 5¢
02045 |Catecholamine 2F 24hr Urine LC/ECD A3 2 |EeeEAE 10% 4 108 5
02053 |Catecholamine 3F EDTA Plasma HPLC/ECD =1 3 E4SlSHAAE! 108 2¢ 108 5¢
02056 |Catecholamine 3F 24hr Urine LC/ECD A3 2 |EeeEAE 108 4 108 5
12700 |Chromium(Cr) Trace EDTA Blood |ICP/MS o= 2 |SSEEAE 108 4 108 5¢
12701 |Chromium(Cr) 24hr Urine ICP/MS g 2 |ExEtEtAEAE 108 52 108 62
12702 |Chromium(Cr) Random Urine ICP/MS = 2 |SSEEAE 108 5¢ 108 6
10520 |Citrate 24hr Urine Enzyme [EiE= 1 |SEHAE 108 4% 108 4
20580 |CK Isoenzyme SST Serum Electrophoresis E=Ea] 2 |SSEEAE 108 4 108 5¢
20581 |CK Isoenzyme Body Fluid Electrophoresis de+F 2 |SEEdAE 108 4% 108 5¢
12717 |Cobalt(Co) Trace EDTA Blood |ICP/MS o= 2 |SSEEAE 108 4 108 5¢
12718 [Cobalt(Co) Random Urine ICP/MS = 2 E 5|5t ALE] 108 5 108 6
12719 |Cobalt(Co) 24hr Urine ICP/MS = 2 |E5EEAE 108 5¢ 108 6
12725 |Copper(Cu) Trace Serum ICP/MS 4-2 2 | S dAE 108 2¢ 108 4
12726 |Copper(Cu) 24hr Urine ICP/MS -3 2 | EEtdALE 108 2% 108 4
20490 |Hemoglobin E.P EDTA Blood Electrophoresis 5 2 | S dAE 108 5¢ 108 6
11713 |HVA & (24hr U) 24hr Urine HPLC Az 2 |ExslstHAE 108 4% 108 5¢
20628 |[IFEP + PEP (24h urine) 24hr Urine Electrophoresis -3 2 |E=EEtdAE 108 4% 108 5%
20629 |[IFEP + PEP (Random Urine) Random Urine Electrophoresis -3 2 |t AEALE 108 4% 108 5¢
20627 [IFEP + PEP (Serum) SST Serum Electrophoresis -3 2 |E=EEtdAE 108 4% 108 5%
20611 |Immuno Fixation E.P Random Urine Electrophoresis -3 2 |E5gEEAE 108 4 108 5¢
20610 [Immuno Fixation E.P (Serum) SST Serum Electrophoresis -3 2 |E=EEtdAE 108 4% 108 5%
20613 |Immuno Fixation E.P IgD,IgE(S) SST Serum Electrophoresis Stz 2 |E5gEEAE 108 4 108 5¢
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20614 |Immuno Fixation E.P IgD,IgE(U) Random Urine Electrophoresis Stz 2 | S EAE 108 4 108 5¢
20612 |Immuno Fixation E.P(24h urine) 24hr Urine Electrophoresis 42 2 |S=EEtdEAE 108 4% 108 5¢
12735 |Indium (In}(EZ) Trace Serum ICP/MS 3t 3 |[EgsHALE 108 4 108 6¥
20640 |LDH Isoenzyme SST Serum Electrophoresis 43 2 |ESEEEAE 108 4 108 5¢
20641 |LDH Isoenzyme Body Fluid Electrophoresis A5z 2 | S EAE 108 4 108 5¢
12752 |Lead(Pb) Trace EDTA Blood |ICP/MS 432 2 |ESEEEAE 108 4 108 5¢
12753 |Lead(Pb) 24hr Urine ICP/MS = 2 |ExsiEt ALY 108 5¢ 108 6¥
12754 |Lead(Pb) Random Urine ICP/MS = 2 |ESEEAE 108 5¢ 108 62
12757 |Lead(Pb)(§ &) Random Urine ICP/MS o= 3 |3t dEALE 108 4 108 6¥
12758 |Lead(Pb)(EZ) Trace EDTA Blood |ICP/MS dst= 3 |ESEEAE 108 4 108 62
20650 |Lipoprotein E.P SST Serum Electrophoresis 3= 2 |EeEtdAE 108 4 108 5¢
20651 |Lipoprotein E.P Body Fluid Electrophoresis Eii=y 2 |ESEEAE 108 4 108 5¢
12770 |Manganese(Mn) Trace EDTA Blood |ICP/MS o= 2 |E3EtEALE 108 4 108 5¢
12771 |Manganese(Mn) 24hr Urine ICP/MS =] 2 |ELGStAAE 108 5 108 6
12772 |Manganese(Mn) Random Urine ICP/MS = 2 | EEtdAE 108 5¢ 108 6%
12784 |Mercury(Hg) Trace EDTA Blood |ICP/MS stz 2 |ExslstEALE 108 4% 108 5¢
12785 |Mercury(Hg) 24hr Urine ICP/MS = 2 |E3EtEALE 108 5¢ 108 6¥
12786 |Mercury(Hg) Random Urine ICP/MS & 2 |ExslstEALE 108 5¢ 108 6%
12788 |Mercury(Hg)(5 &) Random Urine ICP/MS EiE= 3 |[EgSHALE 108 4 108 6
12789 |Mercury(Hg)(52) Trace EDTA Blood |ICP/MS 2gt= 3 (ELGStAAE 108 4 108 6
00885 |Metanephrine 2F 24hr Urine LC/ECD =] 2 |ExsEtdAE 108 2¢¥ 108 4
00892 [Metanephrine, Total 24hr Urine LC/ECD A=z 2 |ExslstEALE 108 2¢ 108 4¥
00898 |Metanephrines 2&2(plasma) EDTA Plasma LC/MS/MS 43 3 |ESstetAAE 108 4 108 6
12231 |Methylhippuric acid(E &) Random Urine  [HPLC A3 3|S5 EAE 108 4 108 62
10773 |Methylmalonic acid &2 EDTA Plasma GC/MS =] 5 |SEHAE 108 4 108 11¥
10774 |Methylmalonic acid B2 Random Urine GC/MS =1 5 E 5|5t ALE] 108 4Y 108 1Y
10775 |Methylmalonic acid &2 24hr Urine GC/MS =] 5 |SEHAE 108 4 108 1Y
12793 |Nickel(Ni) Trace Serum ICP/MS 3= 2 |ESEEAE 108 4 108 5¢
12794 [Nickel(Ni) Random Urine ICP/MS = 2 E 5|5t ALE] 108 5 108 6%
12796 |Nickel(Ni)(EZ) Random Urine ICP/MS = 2 |ESEEAE 108 5¢ 108 62
65745 [N-Methylacetamide(5§#) Random Urine GC/NPD 25 5  |E43SHALE 108 2 108 10
12271 |N-Methylformamide(5#) Random Urine GC/NPD == 5 |E43tstALE 108 29 108 10
12809 [o-cresol(S&) Random Urine HSS-GC/MS 43 5 |E45rStHALE 108 4 108 1Y
20320 |Oligoclonal band CSF Electrophoresis | 2 |ESEEAE 108 4 108 5¢
10802 |Oxalic acid 24hr Urine GC/MS = 3 |EeeEAE 108 4 108 62
12805 |Phenol Random Urine GC/MS =S 3 E 5|5t ALE] 108 4Y 108 6
12804 |Phenol(E2) Random Urine GC/MS A 3 | EedAE 108 4 108 6%
11760 |Porphobilinogen &4 Random Urine  |Colorimetry 3tz 1 | SEEEAE 108 4 108 4
20711 |Protein E.P(24h urine) 24hr Urine Electrophoresis -3 2 |SxEEdAE 108 4% 108 5¢
20716 |Protein E.P(CSF) CSF Electrophoresis g-3 2 | St Al 108 4 108 5¢
20713 |Protein E.P(Random urine) Random Urine Electrophoresis -3 2 |SxeEdAE 108 4% 108 5¢
20710 |Protein E.P(Serum) SST Serum Electrophoresis g-2 2 |SEEtAEALE 108 4% 108 5¢
10810 |Pyruvic Acid | Chag ol Spectrophotometry| & 1 E 455t HALE 108 2 108 2
10811 |Pyruvic Acid CSF Spectrophotometry| 2 1 | SEEEAE 108 2¢ 108 2¢
12810 [Selenium Trace EDTA Blood |ICP/MS 4312 2 |EeeEAE 108 4 108 5
12811 [Selenium Random Urine ICP/MS = 2 E SISt AAE! 108 5 108 6
12814 |Selenium Trace Serum ICP/MS 312 2 | ExTEAAE 108 4 108 5¢
12574 |TCA_1,1,1-TCE(EZH) Random Urine HSS-GC/MS o= 5 |SsErEAE 108 4 108 11
12575 |TCA_PCE(EZ) Random Urine HSS-GC/MS st= 5 |SEEtEAE 108 4 108 1Y
12573 |TCA_TCE(S &) Random Urine HSS-GC/MS o= 5 |SsErEAE 108 4 108 11
11780 |Total Porphyrin 84 Random Urine Colorimetry =l 1 E35HHAE 108 2 108 2
12576 |Total Trichloride(S#) Random Urine HSS-GC/MS o= 5 |SsErEAE 108 4 108 11
12577 |Total Trichloroethanol(S %) Random Urine HSS-GC/MS st= 5 |SEEtEAE 108 4 108 1Y
11340 |Vitamin A SST Serum HPLC ! 2 |E5EEAE 108 4 108 5¢
11360 [Vitamin B1 EDTA Blood HPLC s 3 |ESeEEAE 10¥ 2¢ 108 5
11370 |Vitamin B2 EDTA Blood HPLC/FLD 3} 2 |ExsstEAE 108 42 108 5
11386 |Vitamin B6(PLP) EDTA Plasma HPLC/FLD = 3 |ExEEEAE 10¥ 2¢ 108 5
11410 |Vitamin C Hp Plasma HPLC 3= 2 |E5EEEAE - - AHHEE(9/27 2=l =7
11415 |Vitamin C SST Serum HPLC st= 2 |ESeEEAE - - AHtEH(9/27 2=l =7h
11420 |Vitamin E SST Serum HPLC ! 2 |E5EEEAE 108 4 108 5¢
00920 |VMA H& 24hr Urine HPLC s 2 |ESeEEAE 108 4 108 5
12855 |Zinc(Zn) Trace Serum ICP/MS -3 2 |E5gEEAE 108 2¢ 108 4
12856 |Zinc(Zn) 24hr Urine ICP/MS =] 2 | S dAE 10¥ 2¢ 108 4
11551 |2|AZF & Est MHZHA Blood Paper LC/MS/MS o-2 3 |SetEtdAE 108 4 108 6
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12649 (22 S54 A 0|4/E A = ICP/MS -3 7 |ESEEEAME 108 4 108 13¢
13071 | M4 CHALOl & AL Blood Paper - 4-2 2 |EEEtdAE 108 2¢ 108 4
70763 |EM 84 D|MEE A EMg84 ICP/MS = 7 |ESEEEAME 108 4 108 13
11230 |1,25-(OH), Vitamin D SST Serum RIA = 2 |HolstHALE 98 27¢ 9% 28Y
11251 |25-OH Vitamin D3 SST Serum RIA o= 1 [HolStHALE 108 4 108 4
00030 [ADH EDTA Plasma RIA | 4 (o[t ALE 9% 25¢ 9% 28Y
) ° ol 98 27¢Y 98 28Y
00654 |Aldosterone (24hr U) 24hr Urine RIA -3 2 [l HALE 108 42 108 52
51220 |Anti GAD Ab SST Serum RIA 3tz 1 |EOStHALE 108 4 108 4
51221 |Anti GAD Ab CSF RIA 3= 1 |Ho|EHAE 108 4 108 4
51225 |Anti IA-2 Ab SST Serum RIA = 2 |EolstAAE 9% 27¢ 9% 28Y
00730 |DHEA SST Serum RIA = 2 |HolBtHALE 108 4 108 5¢
00450 |Estrogen SST Serum RIA En 2 |EolEt A 98 27Y 93 28Y
01840%2]|First double Marker (NT Z&) SST Serum CLIA E=Ea=1 2 [HelEHALE 93 28¢Y 93 28¢Y
01001 |Glucagon (Rs=Z Al 23 EDTA Plasma RIA = 3 (SOl HALE 108 4 108 5¢
01300 |Leptin SST Serum RIA = 2 |Eolst AL 9g 27¢ 9¥ 28Y
018452]|Sequential 1st (NT Z &) SST Serum CLIA A3 2 |EHolstAAE 9% 28Y 9% 28Y
30010 (Blood Cell Morphology EDTA Blood 484 oy 1-2 |t HALE 108 4 108 4
30066 |Blood Cell Morphology(S &) EDTA Blood 484 -3 | 12 (At AHAME 108 4 108 4
30480 |Factor Ab VII SC Plasma Clot-based = 1 AL ALE 108 2¢ 108 2¢¥
30490 |Factor Ab IX SC Plasma Clot-based =1 1 | A A 108 2¢ 108 2¢
30570 |Factor Assay VI SC Plasma Clot-based =1 1 |t ALE 108 2¢¥ 108 2¥
30580 |Factor Assay VII SC Plasma Clot-based A3 1 | AE 108 2¢ 108 2¢
30590 |Factor Assay IX SC Plasma Clot-based =] 1 [EUSEHALE 108 2¢ 108 2¥
30520 |Factor AssayIl SC Plasma Clot-based = 1 | A 108 2¢ 108 2¢
30550 |Factor AssayV SC Plasma Clot-based =] 1 [ HALE 108 2¥ 108 2¥
30600 |Factor Assay X SC Plasma Clot-based = 1 | AE 108 2¢ 108 2¢
30610 [Factor Assay X I SC Plasma Clot-based = 1 |2 AE 108 2¢ 108 2¢
30620 [Factor Assay X IT SC Plasma Clot-based = 1 | A 108 2¢ 108 2¢
30621 |FactorX Il screen SC Plasma Urea EiAlH %t 2 | HALE 108 2¢ 108 2¢¥
30930 |LAC confirm SC Plasma Clot-based A3 1 | AE 108 2¢ 108 2¢
30935 [LAC screen SC Plasma Clot-based =1 1 Aot ALE 108 2¢ 108 2¢
30710 |Plasminogen SC Plasma Chromogenic assay| 253 1 | A 108 2¢ 108 2¢
30730 |Protein C Activity SC Plasma Chromogenic assay| 243 1 [ HALE 108 2¥ 108 2¥
30750 |Protein S Activity SC Plasma Clot-based A3 1 | AE 108 2¢ 108 2¢
30970 |Thrombin Time SC Plasma Clot-based ERC] 1 | EASEIHALE 108 2¢ 108 2¢
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