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HA|AE: EDTA Blood 3.0 mL
ZAPH: PCR + Sequencing

BRCA1 gene mutation ZAIYA: -3 /12¢

(SML code: 25352) 20 2|: Not detected
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BRCAZ gene mutation
(SML code: 25362) 2t 0 2|: Not detected
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(SML code: 71230)
(SML code: 71231)

E9M: (98h=)

HokA:
- Mycoplasma hominis
(58=
Doxycycline
Tetracycline

Doxycycline

Levofloxacin

Josamycin

Moxifloxacin

Ofloxacin

Clindamycin

Erythromycin

Tetracycline

Ciprofloxacin

Azithromycin

Clarythromycin

Pristinamycin

- Ureaplasma urealyticum
(7E=)
Doxycycline
Tetracycline
Levofloxacin
Moxifloxacin
Azithromycin
Telithromycin
Erythromycin
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(SML code: 01121)

HARSH: -2 /28-30%

ZAIRIL: 29| /250,000
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E2A::PBX1 (TCF3::PBX1)
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1 27571 Major BCR-ABL A& Major BCR::ABL1 (b2a2, b3a2) AzKIS)

2 27572 Minor BCR/ABL1 Minor BCR::ABL1

3 27825 | TKI 2A||LHA (Major BCR/ABLT) TKI 2FA|Lifd(Major BCR::ABL1)

4 27931 FISH_RPN1/MECOM Fusion Gene FISH_RPN1::MECOM Fusion Gene
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Adenovirus, Type 8 (NT)
(SML code: 40080)
(SML code: 40081)
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Vitamin B12 Binding capacity
(SML code: 11400)

BRCA1 gene mutation
(SML code: 25350)
(SML code: 25366)

BRCA2 gene mutation HAFZZ| o LEAL MR Q15 HASA
(SML code: 25360) a's o 2{R29121: 2023 102 16 F4 HEE
(SML code: 25369)

BRCA HAt
(SML code: 25364)
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