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20740 |%CDT SST Serum TCA 0 0 40,000 0 40,000

11230 |1,25-(0OH)2 Vitamine D SST Serum RIA 141530+ | CY705 109.88 6,970 6,970 109.88 7,180 7,180 A
20000 |1,5-Anhydroglucitol SST Serum Enzyme 4273 CX273 239.26 15,170 15,170 239.26 15,620 15,620 | A
00540 |11-Deoxy cortisol SST Serum RIA =2| 0 0 149,500 0 156,230 | A
00550 |11-Deoxycorticosterone SST Serum RIA =9| 0 0 149,500 0 156,230 | A
00560 |11-OHCS SST Serum S =9 0 0 30,000 0 31,350 | A
60030 |12Z Z¢2l/dAllergen SST Serum FEIA =2| 0 0 46,000 0 48,070 | A
11670 |17a-OH Progesterone Blood Paper  |FIA L}347 C3470 160.6 10,180 10,180 157.16 10,260 10,260 | A
00590 |17-KS 24hr Urine Spectrophotometry |L}324L}(3) |C3247 148.37 9,410 9,410 139.77 9,130 9130 | Vv
00610 |17-OHCS 24hr Urine Spectrophotometry |L}324L}(2) C3246 147.31 9,340 9,340 138.18 9,020 9020 | Vv
00400 |17a-OH Pregnenolone SST Serum RIA 207 Cz207 =Q| 0 0 119,600 0 124,980 A
00410 |17a-OH-Progesterone SST Serum RIA L}347% C7347 154.33 9,780 9,780 151.71 9,910 9910 | A
00411 |17a-OH-Progesterone EDTA Plasma  |RIA L}347% C7347 154.33 9,780 9,780 151.71 9,910 9910 | A
00620 |18-OH Corticosterone SST Serum RIA =9| 0 0 534,290 0 558,330 | A
00630 |18-OH Deoxycorticosterone SST Serum RIA =Q| 0 0 149,500 0 156,230 | A
11830 |2,5-Hexanedione Random Urine |GC/NPD LF451LF(3) |CY373290 3994 25,320 25,320 399.40 26,080 26,080 A
50000 |2-5AEHd g A St SST Serum RIA =Q| 0 0 73,500 0 76,810 A
11250 |25-OH Vitamine D SST Serum CLIA 41530t CY155 109.88 6,970 6,970 109.88 7,180 7180 | A
00421 |5-a-dihydrotestosterone SST Serum RIA =9| 0 0 105,000 0 109,730 | A
00825 |5-HIAA ™HzF 24hr Urine ELISA L}322LF(2) |C3223 211.29 13,400 13,400 219.10 14,310 14,310 | A
00826 |5-HIAA HzF Random Urine |ELISA L}322L}(2) |C3223 211.29 13,400 13,400 219.10 14,310 14,310 | A
00820 |5-HIAA HZ¥(Plasma) EDTA Plasma  |HPLC =9| 0 0 40,250 0 42,060 | A
00810 |5-HIAA Random Urine |Colorimetry L}3227¢ C3221 2047 1,300 1,300 18.97 1,240 1,240 | v
30210 |A,BHO|EAZHA} SST Serum L9l BZ091 0 0 100,000 0 100,000

10840 |A/CCR SN At L}261+C374B2611+C3750 0 8,080 8,080 8,020 8020 | v
10020 A/G ratio SST Serum Al At L}220+C22]C2200+C2210 0 0 3,100 0 2970 | v
10021 A/G ratio Body Fluid Al At L}220+C23(C2200+C2302 0 0 14,210 0 14,560 | A
30290 |Ab Elution EDTA Blood L}211 B2110006 67.11 4,250 4,250 61.56 4,020 4,020 | v
30230 |Ab Identification Test 248 Lt206L} B20620062| 0 22,540 22,540 24,450 24450 A
30220 |Ab Screening test SST Serum Column L}2067} B2061006 91.27 5,790 5,790 95.43 6,230 6,230 | A
25285 | ABO genotyping EDTA Blood Sequencing 597 CZ897 0 0 74,000 0 74,000

27840 |ABO subgroup sequencing EDTA Blood  |Sequencing 0 0 150,000 0 150,000

30253 |ABO(Back)Typing SST Serum Manual L}201Lt B2010 12.63 800 800 13.26 870 870 | A
30250 |ABO(Front)Typing EDTA Blood Manual L2017} B2000 12.17 770 770 13.03 850 850 | A
30251 |ABO(Front)Typing Capillary Manual L}2017¢} B2000 12.17 770 770 13.03 850 850 | A
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30252 |ABO(Front)Typing Cord Blood Manual L}2017¢ B2000 12.17 770 770 13.03 850 850 | A
10190 |ACE SST Serum Colorimetry L}273 B2731 305.2 19,350 19,350 277.92 18,150 18,150 | v
10191 ACE Other Colorimetry L}273 B2731 305.2 19,350 19,350 277.92 18,150 18,150 | ¥
65490 | Acetaminophen SST Serum Enzyme L}450Lf(1) |C4503390 154.13 9,770 9,770 144 .47 9,430 9430 | v
65160 |Acetazolamide SST Serum HPLC =9| 0 0 69,000 0 72,110 A
12650 Acetone HZF Random Urine =9| 0 0 45,000 0 47,030 | A
12660 Acetone HZF SST Serum GC =9| 0 0 45,000 0 47,030 | A
25000 |Acetylcholinesterase Amniotic Fluid |Electrophoresis L1173 BZ173 0 0 172,500 0 180,260 | A
25060 |AChE+Chromosome Amniotic Fluid 0 0 589,000 0 612,890 | A
25310 |Achondroplasia Amniotic Fluid |PCR-RFLP 45624} CY626006 416.68 52,840 52,840 416.68 54,420 54,420 | A
25315 |Achondroplasia familystudy  EDTA Blood  |PCR-RFLP 0 0 29,000 0 30,310 | A
27550 |Achondroplasia,FGFR3 major |EDTA Blood Sequencing 595 CZ694 0 0 87,000 0 87,000

01140 |Ach-r-Binding Ab SST Serum RIA 44503 CX747 133.69 8,480 8,480 133.69 8,730 8,730 | A
01150 |Ach-r-Blocking Ab SST Serum RIA 0 0 111,000 0 116,000 | A
30120 |Acid phosphatase stain ;‘I’;‘: Marmow I stain L}1187t  |B1182006 84.34 5,350 5,350 84.01 5,490 5490 | A
13177 |Acid-a-glucosidase(pompe) EDTA Blood Fluorometry 331 CZ331 0 0 69,000 0 72,110 A
10200 |ACP SST Serum Colorimetry L}2607} B2601 23.95 1,520 1,520 22.00 1,440 1440 | v
10201 |ACP 2H2 Colorimetry L2607}t B2601 23.95 1,520 1,520 22.00 1,440 1440 | v
00015 |ACTH (ECLIA) EDTA Plasma  |ECLIA L359 C3590 200.29 12,700 12,700 196.95 12,860 12,860 | A
30960 |Activated PTT SC Plasma Clot-based L}153 B1530 41.44 2,630 2,630 42.77 2,790 2790 | A
26234 |Acute Leukemia panel Bone Marrow |Flow Cytometry L}512 C5120006 44594 508,860 508,860 447.99 526,500 526,500 | A
10210 |ADA SST Serum Colorimetry L}272 B2721 168.3 10,670 10,670 167.07 10,910 10910 | A
10211 |ADA CSF Colorimetry L}272 B2721 168.3 10,670 10,670 167.07 10,910 10910 | A
10212 |ADA Body Fluid Colorimetry L}272 B2721 168.3 10,670 10,670 167.07 10,910 10910 | A
28050 |ADAMTS 13 SC Plasma =9| 0 0 350,000 0 365,750 | A
28051 |ADAMTS 13 227K Western blot 0 0 100,000 0 100,000

71240 |Addis count Random Urine |Z4H Lt6 BO060 27.3 1,730 1,730 27.23 1,780 1,780 | A
42815 |Adenovirus Ag(DFA) Other DFA L+469 C4690516 202.85 12,860 12,860 203.10 13,260 13,260 | A
42105 Adenovirus culture Other Shell Vial Culture  |L}416 B4160006 532.51 33,760 33,760 546.65 35,700 35,700 A
42106 |Adenovirus culture(tissue) Tissue Culture Lt416 B4160006 53251 33,760 33,760 546.65 35,700 35,700 | A
42320 |Adenovirus DNA Random Urine |PCR =2| 0 0 63,000 0 65,840 A
40255 |Adenovirus IgG SST Serum ELISA L}468L}(1) |C4682516 263.15 16,680 16,680 266.76 17,420 17,420 | A
40256 |Adenovirus IgG CSF ELISA L468L}(1) |C4682516 263.15 16,680 16,680 266.76 17,420 17,420 | A
40260 |Adenovirus IgM SST Serum EIA L}468L}(2) |C4683516 258.09 16,360 16,360 259.16 16,920 16,920 | A
40261 |/Adenovirus IgM CSF EIA L468Lt(2) |C4683516 258.09 16,360 16,360 259.16 16,920 16,920 | A
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42107 |Adenovirus rapid culture Other Culture Lt416 B4160006 532,51 33,760 33,760 546.65 35,700 35700 | A
40000 |Adenovirus(CF) SST Serum CF =9 0 0 15,000 0 15,680 | A
40001 |Adenovirus(CF) CSF CF =9 0 0 15,000 0 15,680 | A
40010 |Adenovirus, Type 1(NT) SST Serum Neutralization =2| 0 0 60,000 0 62,700 A
40011 |Adenovirus, Type 1(NT) CSF Neutralization =2| 0 0 60,000 0 62,700 A
40110 |Adenovirus, Type 11(NT) SST Serum Neutralization =2| 0 0 60,000 0 62,700 | A
40111 Adenovirus, Type 11(NT) CSF Neutralization =2| 0 0 60,000 0 62,700 | A
40190 |Adenovirus, Type 19(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40191 Adenovirus, Type 19(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40020 |Adenovirus, Type 2(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40021 |Adenovirus, Type 2(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40210 |Adenovirus, Type 21(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
40211 |Adenovirus, Type 21(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40030 |Adenovirus, Type 3(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40031 |Adenovirus, Type 3(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40370 |Adenovirus, Type 37(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40371 |Adenovirus, Type 37(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40040 |Adenovirus, Type 4(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40041 |Adenovirus, Type 4(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40050 |Adenovirus, Type 5(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40051 |Adenovirus, Type 5(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40060 |Adenovirus, Type 6(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40061 |Adenovirus, Type 6(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40070 |Adenovirus, Type 7(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40071 |Adenovirus, Type 7(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40080 |Adenovirus, Type 8(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40081 |Adenovirus, Type 8(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
00030 |/ADH EDTA Plasma  |RIA LI365F C7365 166.24 10,540 10,540 160.33 10,470 10470 | v
00035 |ADH Random Urine |RIA =9 0 0 75,000 0 78,380 | A
00729 |Adrenal 21-hydroxylase Ab SST Serum =9 0 0 166,750 0 174,250 | A
27690 |Adrenoleukodystrophy-ABCD1 [EDTA Blood  |PCR 0 0 140,000 0 140,000

25020 NAFAFP Amniotic Fluid L4211} C4212 1733 10,990 10,990 172.86 11,290 11,290 | A
25040 AFAFP Amniotic Fluid L4211} C4212 1733 10,990 10,990 172.86 11,290 11,290 | A
25050 |/AFAFP+AChE Amniotic Fluid 0 0 183,490 0 191,550 | A
25070 |AFAFP+Chromosome Amniotic Fluid 0 0 424,990 0 443,920 | A
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25090 |AFAFP+High Resol.Chromosom Amniotic Fluid 0 0 424,990 0 443,920 | A
70410 |AFB Culture Sputum Culture L}405LF1) |B4054 1924 12,200 12,200 192.40 12,560 12,560 | A
70420 |AFB Culture Sputum Culture L}405LF1) |B4054 1924 12,200 12,200 192.40 12,560 12,560 | A
70450 |AFB Culture (U] + D H|HYX|) L}405Lt B4054+B4055 25,120 25,120 | A
70440 |AFB Culture (X4l X]) LF405LFH2) |B4055 1924 12,200 12,200 192.40 12,560 12,560 | A
70605 |AFB Identification o3 PRA 456214 CY636006 416.68 26,420 26,420 416.68 27,210 27,210 | A
70607 |AFB Identification o3 PRA 456214 CY636006 416.68 26,420 26,420 416.68 27,210 27,210 | A
70430 |AFB Sensitivity oFE L}406CH2) |B4064 501.36 31,790 31,790 522.61 34,130 34130 | A
70500 |AFB Sensitivity (Zai & 3]) oFE L}406CH2) |B4064 501.36 31,790 31,790 522.61 34,130 34130 | A
70512 |AFB Sensitivity (INH) Sputum Hybridization L}595-1L}2 |CY752006 581.83 36,890 36,890 581.83 37,990 37990 | A
70511 |AFB Sensitivity (RFP) Sputum Hybridization L}595-1L+1 |CY751006 581.83 36,890 36,890 581.83 37,990 37990 | A
70510 |AFB Sensitivity (RFP,INH) Sputum Hybridization L}595-1LF |CY7510062] 0 73,780 73,780 75,980 75,980 A
70515 |AFB Sensitivity (Sequence) Sputum Sequencing 598 CZ985~6 0 0 84,000 0 87,780 | A
70320 |AFB Stain Sputum L+402 B4021 49.17 3,120 3,120 48.30 3,150 3,150 | A
82090 |AFB Stain Tissue L}553Ck C5533 121.67 7,710 7,710 122.36 7,990 7,990 | A
70400 |AFB Stain & Culture Sputum 4304 +L}40BX304+B4054 0 16,270 16,270 16,760 16,760 | A
70330 |AFB Stain(d &) Sputum HE guy 14304 BX304 64.27 4,070 4,070 64.27 4,200 4200 A
80606 AFB Stain(T&C) Tissue Lt553L} C5533 121.67 7,710 7,710 122.36 7,990 7,990 | A
01405 |AFP (ECLIA) SST Serum ECLIA LE421L} C4212 1733 10,990 10,990 172.86 11,290 11,290 | A
01406 |AFP (ECLIA) EDTA Plasma  |ECLIA LE421L} C4212 1733 10,990 10,990 172.86 11,290 11,290 | A
01407 |AFP (ECLIA) Body Fluid ECLIA LE421L} C4212 1733 10,990 10,990 172.86 11,290 11,290 | A
01415 |AFP(CLIA) SST Serum CLA LE421L} C4212 1733 10,990 10,990 172.86 11,290 11,290 | A
01410 AFP(RPHA) SST Serum RPHA L4217} C4211 66.9 4,240 4,240 61.14 3,990 3990 | v
10000 |Albumin SST Serum Colorimetry L}221 C2210 27.14 1,720 1,720 25.33 1,650 1650 | v
10001 |Albumin 24hr Urine TIA L}230L} C2302 202.36 12,830 12,830 202.83 13,240 13,240 | A
10002 |Albumin Random Urine |TIA L}230L} C2302 202.36 12,830 12,830 202.83 13,240 13,240 | A
10003 |Albumin CSF TIA Lt230L} C2302 202.36 12,830 12,830 202.83 13,240 13,240 | A
10004 |Albumin Body Fluid Colorimetry L}230L} C2302 202.36 12,830 12,830 202.83 13,240 13,240 | A
82120 |Alcian Blue(mucin) Stain Tissue L}553C} C5533 121.67 7,710 7,710 122.36 7,990 7,990 | A
11890 |Alcohol SST Serum Enzyme L}450LF1) |C4503390 154.13 9,770 9,770 144.47 9,430 9430 | v
11891 |Alcohol EDTA Plasma  |Enzyme L}450LF1) |C4503390 154.13 9,770 9,770 144.47 9,430 9430 | Vv
10220 |Aldolase SST Serum Enzyme L}269 B2690 77.45 4,910 4,910 68.93 4,500 4500 | v
00650 |Aldosterone (RIA) SST Serum RIA L}358F C7358 176.65 11,200 11,200 177.58 11,600 11,600 | A
00651 |Aldosterone (RIA) EDTA Plasma  |RIA L}358F C7358 176.65 11,200 11,200 177.58 11,600 11,600 | A
00655 |Aldosterone (RIA) 24hr Urine RIA L}358F C7358 176.65 11,200 11,200 177.58 11,600 11,600 | A
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10230 ALP SST Serum Enzyme L}260L} B2602 26.55 1,680 1,680 24.03 1,570 1570 | v
10231 |ALP Body Fluid Enzyme L2607} B2601 23.95 1,520 1,520 22.00 1,440 1440 | v
20560 |ALP Isoenzyme SST Serum Electrophoresis L}305 B3050006 176.45 11,190 11,190 177.08 11,560 11,560 | A
12670 | Aluminium(Al) Trace Serum  |AAS L}452LF2) |C4523990 302.23 19,160 19,160 306.17 19,990 19,990 A
12671 | Aluminium(Al) 24hr Urine AAS L}452LF2) |C4523990 302.23 19,160 19,160 306.17 19,990 19,990 A
00675 |AMH SST Serum ELISA 214 Cz214 0 0 50,000 0 52,250 | A
65170 |Amikacin SST Serum FPIA L}450LF(2) [C4504390 238.27 15,110 15,110 243.15 15,880 15,880 A
13015 |Amino Acid &M Hp Plasma LC/MS/MS L}443LF3) [C4433006 1110.7 70,420 70,420 1142.52 74,610 74,610 A
13016 |Amino Acid &M EDTA Plasma  |LC/MS/MS L}443LF3) [C4433006 1110.7 70,420 70,420 1142.52 74,610 74,610 A
13017 |Amino Acid &M Random Urine |LC/MS/MS L}443LF3) |C4433006 1110.7 70,420 70,420 1142.52 74,610 74,610 A
13018 |Amino Acid &M CSF LC/MS/MS L}443LF3) |C4433006 1110.7 70,420 70,420 1142.52 74,610 74,610 A
65500 | Amiodarone SST Serum LC/MS/MS L}450L}(2) |C4504390 238.27 15,110 15,110 243.15 15,880 15,880 A
65511 |Amitriptyline Plain Blood LC/MS/MS L}450Lt(4) |CX375696 54251 34,400 34,400 54251 35,430 35430 A
25320 AML1/ETO (nested RT-PCR) EDTA Blood Nested RT-PCR L5970} C5975006 1544.19 97,900 97,900 1573.83 102,770 102,770 | A
25321 AML1/ETO (nested RT-PCR) Bone Marrow  |Nested RT-PCR L5970} C5975006 1544.19 97,900 97,900 1573.83 102,770 102,770 | A
25325 |AML1/ETO (real-time PCR) EDTA Blood real time PCR 4596 CZ808 0 0 138,000 0 144,210 A
25326 |AML1/ETO (real-time PCR) Bone Marrow |real time PCR 4596 CZ808 0 0 138,000 0 144,210 A
10850 /Ammonia (NH3) EDTA Plasma  |Enzyme L}387 C3870 68.61 4,350 4,350 66.37 4,330 4330 | v
50330 |Amoeba Ab (HA) SST Serum HA L4727} C4721620 108.93 6,910 6,910 99.49 6,500 6,500 | Vv
50331 |/Amoeba Ab (HA) Body Fluid HA L4727} C4721620 108.93 6,910 6,910 99.49 6,500 6,500 | Vv
65390 |Amphetamine Random Urine |[TDX L}4507F2) |C4502390 1309 8,300 8,300 124.57 8,130 8130 | Vv
10240 |Amylase SST Serum Enzyme L}2617} B2611 42.01 2,660 2,660 41.67 2,720 2720 | A
10241 |Amylase Random Urine |Enzyme L}2617} B2611 42.01 2,660 2,660 41.67 2,720 2720 | A
10242 | Amylase 24hr Urine Enzyme L}2617} B2611 42.01 2,660 2,660 41.67 2,720 2720 | A
10243 |Amylase Body Fluid Enzyme L}2617} B2611 42.01 2,660 2,660 41.67 2,720 2720 | A
10250 |/Amylase clearance E4A4% Hl A L}261 2| |B2611 2| 0 0 8,080 0 8020 | v
20570 |[Amylase Isoenzyme SST Serum Electrophoresis L}306 B3060006 160.26 10,160 10,160 15241 9,950 9950 | Vv
20571 |Amylase Isoenzyme Body Fluid Electrophoresis L}306 B3060006 160.26 10,160 10,160 15241 9,950 9950 | Vv
10510 |Amyloid A SST Serum Latex 242 CZ242 =Q| 0 0 103,500 0 108,160 | A
51030 |ANA (IFA) SST Serum IFA L}491L} C4912006 14452 9,160 9,160 148.85 9,720 9,720 | A
51031 |ANA (IFA) Body Fluid IFA L}491L} C4912006 14452 9,160 9,160 148.85 9,720 9,720 | A
51040 ANA HZk SST Serum IFA L}491L}E |C4913006 276.11 17,510 17,510 278.33 18,170 18,170 A
51041 |ANA Body Fluid IFA L}491L}E |C4913006 276.11 17,510 17,510 278.33 18,170 18,170 | A
51061 /ANCA (MPO) Hzf SST Serum ELISA 44470t CY472006 23499 14,900 14,900 234.99 15,340 15340 A
51062 ANCA (PR3) HZF SST Serum ELISA 44477} CY471006 23499 14,900 14,900 234.99 15,340 15340 A
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51060 |ANCA 2k SST Serum ELISA 1444731 |CY471~2006 0 29,800 29,800 30,680 30,680 | A
51050 ANCA ¥ SST Serum ELISA L+499 C4991006 161.17 10,220 10,220 161.99 10,580 10,580 | A
00670 |Androstenedione SST Serum RIA 196 CZ196 =9| 0 0 162,150 0 169,450 A
00680 |Androsterone SST Serum RIA 197 CZ197 =9 0 0 162,150 0 169,450 | A
01170 |Angiotensin I EDTA Plasma  |RIA =9| 0 0 69,000 0 72,110 | A
01180 |AngiotensinII EDTA Plasma  |RIA =9| 0 0 69,000 0 72,110 | A
12930 |Anion GAP SST Serum Ak L}379+C381C3791~3+C3812 0 0 6,510 0 6,440 | Vv
51070 |Anti Adrenal CortexAb SST Serum IFA =Q| 0 0 224,250 0 234,340 | A
51100 |Anti Cardiolipin IgA SST Serum ELISA L}503LF3) |C5034 241.99 15,340 15,340 248.90 16,250 16,250 A
51080 |Anti Cardiolipin IgG SST Serum ELISA L}503LF1) |C5032 241.99 15,340 15,340 248.90 16,250 16,250 A
51090 |Anti Cardiolipin IgM SST Serum ELISA L}503LF(2) |C5033 241.99 15,340 15,340 248.90 16,250 16,250 A
51110 |Anti cardiolipinB2 gly 1 com  |SST Serum ELISA = 9| 0 0 100,000 0 104,500 | A
51120 |Anti CCP Ab SST Serum EIA 432 Cz432 0 0 34,500 0 36,050 A
51121 |Anti CCP Ab EDTA Plasma  |EIA 432 Cz432 0 0 34,500 0 36,050 A
51130 |Anti centromere Ab SST Serum IFA L4443 A} CY449006 616.68 39,100 39,100 616.68 40,270 40,270 | A
51145 |Anti centromere Ab(EIA) SST Serum EIA L4443 A} CY449006 616.68 39,100 39,100 616.68 40,270 40,270 | A
52400 |Anti collagen-II Ab IgG SST Serum ELISA =9 0 0 207,500 0 216,840 A
50340 Anti Diphtheria Ab SST Serum EIA =9 0 0 253,000 0 264,390 | A
51150 |Anti dsDNA Ab (CLIA) SST Serum CLIA Lt492L} C4922 248.04 15,730 15,730 250.42 16,350 16,350 A
51151 |Anti dsDNA Ab (CLIA) Body Fluid CLIA L}492Lt C4922 248.04 15,730 15,730 250.42 16,350 16,350 | A
51152 |Anti dsDNA Ab (RIA) SST Serum RIA Lt492L} C7492 23831 15,110 15,110 235.83 15,400 15,400 A
51160 Anti dsDNA IgG SST Serum ELISA Lt492L} C4922 248.04 15,730 15,730 250.42 16,350 16,350 A
51170 Anti dsDNA IgM SST Serum ELISA Lt492L} C4922 248.04 15,730 15,730 250.42 16,350 16,350 A
51171 |Anti dsDNA IgM EDTA Plasma  |ELISA L}492Lt C4922 248.04 15,730 15,730 250.42 16,350 16,350 | A
51200 |Anti ENA Ab SST Serum PA 4443 K} CY452006 616.68 39,100 39,100 616.68 40,270 40,270 | A
50350 |Anti Endomysial IgA SST Serum ELISA 0 0 24,000 0 24,000

70795 |Anti fungal susceptibility Other MIC Lt406Lt B4062 171.39 43,480 43,480 174.96 45,680 45,680 | A
51220 |Anti GAD Ab SST Serum RIA H441= CX744 868.56 55,070 55,070 868.56 56,720 56,720 A
51221 |Anti GAD Ab CSF RIA 4441 CX744 868.56 55,070 55,070 868.56 56,720 56,720 A
51230 |Anti GBM Ab SST Serum ELISA 4451 CX451 122.08 7,740 7,740 122.08 7,970 7970 | A
52040 |Anti GD1b IgG SST Serum EIA 0 0 46,000 0 48,070 | A
52041 |Anti GD1b IgG CSF EIA 0 0 46,000 0 48,070 | A
52042 |Anti GD1b IgG EDTA Plasma  |EIA 0 0 46,000 0 48,070 | A
52050 Anti GD1b IgM SST Serum EIA 425 CZ425 0 0 46,000 0 48,070 | A
52051 Anti GD1b IgM CSF EIA 425 CZ425 0 0 46,000 0 48,070 | A
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52052 |Anti GD1b IgM EDTA Plasma  |EIA =425 CZ425 0 0 46,000 0 48,070 | A
30300 |Anti globulin Test EDTA Blood L}2047t% |B2047006 58.85 3,730 3,730 60.90 3,980 3980 | A
52060 |Anti GM1 IgG SST Serum EIA 426 Cz261 0 0 46,000 0 48,070 | A
52061 |Anti GM1 IgG CSF EIA 426 Cz261 0 0 46,000 0 48,070 | A
52070 Anti GM1 IgM SST Serum EIA 426 CZ262 0 0 46,000 0 48,070 | A
52071 Anti GM1 IgM CSF EIA 426 CZ262 0 0 46,000 0 48,070 | A
52090 |Anti GQ1lb Ab SST Serum ELISA =2| 0 0 345,000 0 360,530 | A
52095 Anti GQ1b IgG SST Serum EIA 0 0 46,000 0 48,070 | A
52096 Anti GQ1b IgG CSF EIA 0 0 46,000 0 48,070 | A
52097 |Anti GQ1b IgM SST Serum EIA 0 0 46,000 0 48,070 | A
52098 |Anti GQ1b IgM CSF EIA 0 0 46,000 0 48,070 | A
51245 | Anti growth hormone Ab SST Serum =Q| 0 0 147,500 0 154,140 | A
52340 Anti IA-2 Ab (ICA 512 Ab) SST Serum  |RIA 29| 0 0 117,270 0| 122,550 | a
51270 |Anti intrinsic factor Ab SST Serum EIA 4452 CX452 122.07 7,740 7,740 122.07 7,970 7970 | A
51330 |Anti Jo-1 Ab SST Serum Ouchterlony =Q| 0 0 46,000 0 48,070 | A
51320 |Anti Jo-1 Ab(EIA) SST Serum EIA 44434} CY448006 616.68 39,100 39,100 616.68 40,270 40,270 | A
51360 |Anti LKM Ab SST Serum IFA 4455 CX455 393.15 24,930 24,930 393.15 25,670 25,670 | A
51370 |Anti lymphocyte Ab SST Serum = 2| 0 0 89,700 0 93,740 | A
50370 |Anti M.tuberculosis Ab SST Serum ELISA Lt466L} C4662196 203.08 12,880 12,880 203.46 13,290 13,290 | A
52100 |Anti MAG Ab SST Serum IFA 427 Cz427 0 0 46,000 0 48,070 | A
52101 |Anti MAG Ab CSF IFA 427 Cz427 0 0 46,000 0 48,070 | A
01885 |Anti Microsome(TPO) Ab SST Serum ECLIA L}495L} C4952 207.55 13,160 13,160 213.03 13,910 13910 | A
51380 |Anti Mitochondrial Ab(IFA) SST Serum IFA Lt496L} C4962 13042 8,270 8,270 131.18 8,570 8570 | A
51400 |Anti mitochondrial M2 Ab SST Serum ELISA =Q| 0 0 78,200 0 81,720 A
52480 |Anti NMO IgG SST Serum IFA £422-3 CZ422-4 0 0 93,000 0 93,000

52481 |Anti NMO IgG CSF IFA £422-3 CZ422-3 0 0 93,000 0 93,000

52485 |Anti NMO titer SST Serum IFA £422-3 CZ422-4 0 0 168,000 0 168,000

51420 |Anti Parietal cell Ab SST Serum IFA L}504 C5040 108.6 6,890 6,890 98.45 6,430 6430 | Vv
51450 |Anti Phospholipid IgG SC Plasma ELISA L}498L}(1) |C4982006 260.52 16,520 16,520 265.30 17,320 17,320 | A
51451 |Anti Phospholipid IgG SST Serum ELISA L}498L}(1) |C4982006 260.52 16,520 16,520 265.30 17,320 17,320 | A
51460 |Anti Phospholipid IgM SC Plasma ELISA L}498L}(2) |C4983006 260.82 16,540 16,540 265.75 17,350 17,350 | A
51461 |Anti Phospholipid IgM SST Serum ELISA L}498L}(2) |C4983006 260.82 16,540 16,540 265.75 17,350 17,350 | A
51431 |Anti PI Ab SST Serum EIA =9 0 0 625,600 0 653,750 | A
51470 |Anti Pituitary Ab SST Serum IFA =9 0 0 138,000 0 144,210 | A
51480 |Anti Platelet Ab SST Serum IFA LE501L} C5012006 237.66 15,070 15,070 242.40 15,830 15830 | A
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51440 |Anti PS IgG SST Serum ELISA =2| 0 0 120,000 0 125,400 A
51500 |Anti Reticulin Ab SST Serum IFA =2| 0 0 207,000 0 216,320 | A
51520 |Anti RNP Ab SST Serum EIA 4443Lt CY444006 407.02 25,810 25,810 407.02 26,580 26,580 A
51521 |Anti RNP Ab EDTA Plasma  |EIA 4443Lt CY444006 407.02 25,810 25,810 407.02 26,580 26,580 A
51530 |Anti Scl-70 Ab SST Serum Ouchterlony =9| 0 0 45,000 0 47,030 | A
51535 |Anti Scl-70 Ab(EIA) SST Serum EIA 44430} CY447006 616.68 39,100 39,100 616.68 40,270 40,270 | A
51550 |Anti Sm Ab SST Serum EIA 44437} CY443006 407.02 25,810 25,810 407.02 26,580 26,580 A
51560 |Anti Smooth Muscle Ab(IFA) |SST Serum IFA L}497L} C4972 129.86 8,230 8,230 130.35 8,510 8510 | A
51565 |Anti Smooth Muscle Ab®dZF  |SST Serum IFA 0 0 25,000 0 26,130 A
51570 |Anti sperm Ab SST Serum IBT L}735L} E7352 266.15 16,870 16,870 266.15 17,380 17,380 | A
51580 |Anti SS-A/Ro Ab SST Serum EIA 4443C} CY445006 407.02 25,810 25,810 407.02 26,580 26,580 A
51590 Anti SS-B/La Ab SST Serum EIA 44432} CY446006 407.02 25,810 25,810 407.02 26,580 26,580 A
51180 |Anti ss-DNA IgG SST Serum ELISA =Q| 0 0 39,600 0 41,380 | A
51190 |Anti ss-DNA IgM SST Serum ELISA =Q| 0 0 60,000 0 62,700 | A
50380 |Anti Streptokinase Ab SST Serum PA =Q| 0 0 9,000 0 9410 | A
50390 |Anti Tetanus Ab SST Serum EIA =Q| 0 0 230,000 0 240,350 | A
50395 |Anti Tetanus Ab SST Serum ICA L}466L} C4662196 203.08 12,880 12,880 203.46 13,290 13,290 | A
30870 |Anti thrombin II(%) SC Plasma Chromogenic assay |L}158 B1580 110.95 7,030 7,030 111.28 7,270 7270 | A
51620 |Anti TS Ab SST Serum 213 CZ213 0 0 69,000 0 72,110 A
51630 |Anti TSB Ab SST Serum RIA =Q| 0 0 230,000 0 240,350 | A
31120 Anti Xa LMWH test(Heparin) |SC Plasma Lt163-1Lt |B1634 167.16 10,600 10,600 173.83 11,350 11,350 | A
52030 |Anti B2-GP1 IgG Ab SST Serum ELISA L}5067} C5061 228.16 14,470 14,470 228.16 14,900 14,900 | A
52035 |Anti B2-GP1 IgM Ab SST Serum ELISA L}5067} C5062 228.16 14,470 14,470 228.16 14,900 14,900 | A
43410 |Antibiotic resistant test Other 0 0 100,000 0 100,000

30850 |Antiplasmin(a2-PI) SC Plasma Chromogenic assay =Q| 0 0 37,500 0 39,190 | A
30860 |Antithrombin I SC Plasma TIA L}158 B1580 110.95 7,030 7,030 111.28 7,270 7270 | A
26410 |APC gene mutation analysis |EDTA Blood Sequencing 596 CZ802 0 0 665,000 0 665,000

31100 |[APCR SC Plasma Clot-based 489 BX089 278.89 17,680 17,680 278.89 18,210 18,210 | A
10940 |Apolipoprotein A I SST Serum TIA L}2467} C2461 101.74 6,450 6,450 102.08 6,670 6,670 | A
10950 |Apolipoprotein ALl SST Serum TIA L}2467} C2461 101.74 6,450 6,450 102.08 6,670 6,670 | A
10960 |Apolipoprotein B SST Serum TIA L}246L} C2462 102.87 6,520 6,520 104.12 6,800 6,800 | A
10970 |Apolipoprotein CII SST Serum TIA L}246LC} C2463 104.07 6,600 6,600 105.92 6,920 6,920 | A
10980 |Apolipoprotein CII SST Serum TIA L}246LC} C2463 104.07 6,600 6,600 105.92 6,920 6,920 | A
10990 |Apolipoprotein E SST Serum TIA L2462} C2464 103.66 6,570 6,570 105.31 6,880 6,880 | A
25330 |Apolipoprotein E Genotype EDTA Blood PCR 4572 CX572006 833.29 52,830 52,830 833.29 54,410 54,410 | A
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65005 |Aprindine SST Serum HPLC =2| 0 0 38,000 0 39,710 | A
65006 |Aprindine Hp Blood HPLC 29| 0 0 38,000 0 39,710 A
20430 |Apt test Stool Colorimetry Lt124 B1240 8.4 530 530 7.82 510 510 | v
20431 Apt test Other Colorimetry Lt124 B1240 8.4 530 530 7.82 510 510 | v
12681 |Arsenic(AS) 24hr Urine AAS L}452LF2) |C4523990 302.23 19,160 19,160 306.17 19,990 19,990 | A
12682 |Arsenic(AS) Random Urine |AAS L}452LF(2) |C4523990 302.23 19,160 19,160 306.17 19,990 19,990 | A
10260 |Arylsulfatase A Hp Blood Spectrophotometry | .-327 CZz327 0 0 37,700 0 37,700

10265 |Arylsulfatase A EDTA Blood Enzyme 327 CZ327 0 0 89,700 0 93,740 A
50410 |ASO X2 SST Serum TIA Lt463Lt C4633 104.59 6,630 6,630 105.61 6,900 6,900 | A
50400 |ASO(Latex) SST Serum TIA Lt4637} C4631 36.23 2,300 2,300 33.76 2,200 2200 | v
50411 |ASO(Titer) Body Fluid TIA Lt463L} C4633 104.59 6,630 6,630 105.61 6,900 6,900 | A
50440 |Aspergillus Ab SST Serum Immuno-diffusion = 9| 0 0 115,000 0 120,180 | A
50445 |Aspergillus Ab IgG SST Serum EIA L}467L} C4672236 197.68 12,530 12,530 195.36 12,760 12,760 | A
50455 |Aspergillus Ag SST Serum EIA L}475Lt C4752996 285.42 18,100 18,100 293.16 19,140 19,140 A
65520 |Aspirin (Salicylic acid) SST Serum TDX L}450L}(1) |C4503390 154.13 9,770 9,770 144.47 9,430 9430 | Vv
65760 |Aspirin Resistance Assay Blood F71-1 BZ071 0 0 69,000 0 69,000

27673 |ATPZ|tt stobr|| ZHA HA} Other 481 Cz481 0 0 466,700 0 466,700

11920 |Auto hemolysis test 22K Tube L}114 B1140006 121.65 7,710 7,710 120.99 7,900 7900 | A
29170 |Avellino corneal dystrophy Other Sequencing =595 CZ661 0 0 50,000 0 52,250 | A
27570 |B cell confirm test EDTA Blood Flow Cytometry L}512 C5120006 44594 113,080 113,080 447.99 117,000 117,000 A
10890 B/C ratio SST Serum At L}373+C374C3730+C3750 0 0 3,050 0 2890 | v
29300 |[BAALC EDTA Blood real time PCR 596 CZ825 0 0 198,000 0 198,000

50460 |Bacterial Ag CSF Latex L}408 B4080 96.52 30,600 30,600 90.90 29,700 29,700 | v
65180 |Barbiturate Random Urine |ICA L+4507}4(2) |C4502070 130.9 8,300 8,300 124.57 8,130 8130 | v
01430 |Basic fetoprotein(BFP) SST Serum EIA =9| 0 0 51,750 0 54,080 | A
01440 BCA225 SST Serum EIA =Q| 0 0 46,000 0 48,070 | A
25900 B-Cell Stain(CD20)(IHC) z:l‘(’j‘;d Smear e L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 | A
27566 |bcr-abl (real-time PCR) EDTA Blood real time PCR 596 CZ809 0 0 138,000 0 144,210 | A
27567 |bcr-abl (real-time PCR) Bone Marrow |real time PCR 596 CZ809 0 0 138,000 0 144,210 | A
27562 |bcr-abl HZF (HIO]| 2 M| 2) Hp Blood real time PCR 596 CZ809 0 0 250,000 0 250,000

27564 |bcr-abl ™HzF (M4 3) Bone Marrow |real time PCR 596 CZ809 0 0 189,000 0 189,000

27568 |bcr-abl gene mutation EDTA Blood Sequencing 0 0 187,000 0 187,000

70030 |Bence-Jones Protein %444 Random Urine |Precipitation L}2277}¢ C2271 17.58 1,110 1,110 16.17 1,060 1,060 | Vv
65190 |Benzodiazepine Random Urine |ICA L}4507}H2) |C4502080 130.9 8,300 8,300 124.57 8,130 8130 | Vv
11930 |Bile Acid SST Serum Enzyme 4272 CX272 239.28 15,170 15,170 239.28 15,620 15,620 | A
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11931 |Bile Acid Bile Enzyme 14272 CX272 239.28 15,170 15,170 239.28 15,620 15,620 | A
80645 biopsy 18 Z AH(1) Tissue L}5502H1) |C5505 1420.49 90,060 90,060 | 1496.02 97,690 97,690 | A
80646 biopsy 1S Z AH?2) Tissue L}5502H2) |C5508 1200.96 76,140 76,140 | 1166.73 76,190 76,190 | a
80520 BiopsyEt$| 1} (S) Tissue L}550 C55092] 0 23,710 23,710 24,310 24310 | a
80530 | Biosy(EM) Tissue 0 0| 100,000 0| 100,000

11680 |Biotinidase % ZF EDTA Plasma  |Spectrophotometry | =333 CZ333 0 0 115,000 0 120,180 | A
50470 |Blastomyces Ab SST Serum Immuno-diffusion =2| 0 0 254,750 0 110,750 | v
30010 |Blood Cell Morphology EDTA Blood  |Manual LF110 B1100006 65.19 4,130 4,130 68.66 4,480 4480 | a
70230 |Blood Culture Blood Culture L}057}  |B4051 152.96 9,700 9,700 158.13 10,330 10,330 | a
70235 |Blood Culture & Sensi(G) Other L}405+L}40 B4051+B4061 16850 16850 17760] 17,760 | a
71020 | Body Fluid Analysis Body Fluid Manual L}51 B0510 47.54 3,010 3,010 49.02 3,200 3,200 A
71021 |Body Fluid Analysis(Joint) Joint Fluid Manual L}51 B0510 47.54 3,010 3,010 49.02 3,200 3,200 A
71060 Body Fluid Cell count Body Fluid Manual L}51 B0510 47.54 3,010 3,010 49.02 3,200 3,200 A
11940 Bone ALP SST Serum ELISA L+398 C3980 143.05 9,070 9,070 125.07 8,170 8170 | v
30135 Bone Marrow Consultant ;‘I’;‘: Marrow L}1117}2=1 B1113 408.8 25,920 25,920 443.74 28,980 28,980 A
30130 Bone Marrow Examination ;‘I’;‘ee Marrow 1 anual L}1117431|B1113 408.8 25,920 25,920 443.74 28,980 28,980 A
29071 BRAF gene mutation Block Sequencing 595 CZ684 0 0 80,000 0 80,000

29070 BRAF V600E gene mutation EDTA Blood Sequencing 595 CZ684 0 0 50,000 0 52,250 | A
25350 |BRCA1 EDTA Blood  |DHPLC LF599LF4) |CY713006 5911.54 374,790 | 374790 | 5911.54 386,020 386,020 A
25360 |BRCA2 EDTA Blood  |DHPLC LF599L}4) |CY714006 5911.54 374,790 | 374790 | 5911.54 386,020 386,020 A
65791 |Brodifacoum SST Serum HPLC 29 0 0 380,880 0| 398020 a
65680 |Bromide SST Serum  |ICA 29 0 0| 172,500 0| 180,260 a
29080 BTK gene mutation EDTA Blood  |Sequencing 595 CZ664 0 0 473,000 0| 473,000

10860 |BUN SST Serum Enzyme L}373 C3730 264 1,670 1,670 24.46 1,600 1,600 ¥
10861 |BUN 24hr Urine Enzyme L}373 C3730 264 1,670 1,670 24.46 1,600 1,600 ¥
10862 [ BUN Random Urine |Enzyme L}373 C3730 26.4 1,670 1,670 24.46 1,600 1600 | Vv
70727 | C. difficile culture Stool Culture 143027}  |BY021 154.65 9,800 9,800 154.65 10,100 10,100 | a
70725 |C. difficile toxin A,B Stool ELFA 14302L}  |BY022 122.08 7,740 7,740 122.08 7,970 7970 | a
20010 |C1 inactivator SST Serum RID w111 Cz111 0 0 51,750 0 54,080 | A
30880 |C1 inactivator activity SC Plasma SrAMEMT|EY 111 Cz111 29| 0 0 115,000 0| 120180 a
20020 |C1q SST Serum RID LI226AF  |C2267 103.59 6,570 6,570 105.21 6,870 6,870 | A
20030 |C2 SST Serum RID 29 0 0| 225000 0| 235130 a
20031 |C2 EDTA Plasma  |RID 29 0 0| 225000 0| 235130 a
20040 |C3 SST Serum  |TIA L}2267F  |C2261 103.54 6,560 6,560 105.13 6,860 6,860 | A
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20050 |C3a EDTA Plasma  |RIA =9| 0 0 200,900 0 209,940 | A
20070 |C4 SST Serum  |TIA L}226LF  |C2262 102.86 6,520 6,520 104.10 6,300 6,800 | A
20090 €5 SST Serum  |RID 29| 0 0| 225000 0| 235130 a
20110 C6 SST Serum  |RID 29| 0 0| 225000 0| 235130 a
20120 (€7 SST Serum  |RID 29| 0 0| 225000 0| 235130 a
20150 €9 SST Serum  |RID 29| 0 0| 225000 0| 235130 a
10070 |Ca SST Serum Colorimetry L}3790t C3795 19.32 1,220 1,220 18.00 1,180 1,180 | v
10071 |Ca 24hr Urine | Colorimetry L}3790F  |C3795 19.32 1,220 1,220 18.00 1,180 1,180 | ¥
10072 |Ca Random Urine |Colorimetry L}3790F  |C3795 19.32 1,220 1,220 18.00 1,180 1,180 | ¥
01510 |CA 54/61 SST Serum ELISA =Q| 0 0 69,000 0 72,110 | A
01520 |CA 602 SST Serum ELISA =Q| 0 0 69,000 0 72,110 | A
01485 CA 72-4 SST Serum  |RIA L1426 |C7426 24405 15470 15,470 224.38 14,650 14,650 | ¥
01482 |CA 72-4 (ECLIA) SST Serum  |ECLIA L}426 C4260 28225 17,890 17,890 281.68 18,390 18,390 | a
10090 |Ca++ SST Serum | Electrode L}379HF  |C3796 76.93 4,880 4,880 78.36 5,120 5120 | A
10091 |Ca++ Hp Plasma | Electrode L}379HF  |C3796 76.93 4,880 4,880 78.36 5,120 5120 | A
01495 |CA125 (ECLIA) SST Serum  |ECLIA L}424 C4240 25321 16,050 16,050 253.45 16,550 16,550 | A
01455 CA15-3 (ECLIA) SST Serum  |ECLIA L}433 C4330 25238/ 16,000 16,000 252.22 16,470 16,470 | a
01465 CA19-9 (ECLIA) SST Serum  |ECLIA L}423 C4230 25989 16,480 16,480 261.22 17,060 17,060 | A
01466 CA19-9 (ECLIA) Body Fluid  |ECLIA L}423 C4230 25989 16,480 16,480 261.22 17,060 17,060 | A
28180 |CACNALS gene mutation EDTA Blood  |Sequencing =595 CZ656 0 0| 158000 0| 158,000

26790 | CADASIL (NOTCH3) EDTA Blood  |Sequencing =595 Cz619 0 0| 194,000 0| 194,000

12690 |Cadmium(Cd) ;ZZZEDTA AAS L}452LH2) |C4523650 30223 19,160 19160 | 30617 | 19,990 @ 19,990 A
12691 | Cadmium(Cd) 24hr Urine  |AAS L452L}2) |C4523650 30223 19,160 19,160 306.17 19,990 19,990 | A
28080 |CAG repeats of Androgen R EDTA Blood :::Iv:jgme“t 145730F | CY539006 95351 60,450 60,450 953.51 62,260 62,260 | A
01900 | Calcitonin SST Serum  |RIA L}356 | C7356 2043 12,950 12,950 200.18 13,070 13,070 | a
01195 |C-AMP EDTA Plasma  |RIA =Q| 0 0 59,800 0 62,490 | A
01196 |C-AMP 24hr Urine  RIA 29| 0 0 59,800 0 62,490 | A
71050 |Campylobacter Culture Stool Culture 143012}  |BY309006 36317 23,020 23,020 363.17 23,720 23,720 | A
50520 |Campylobacter jejuni Ab SST Serum ELISA =2 0 0 250,000 0 261,250 | A
50530 |Candida Ab SST Serum Immuno-diffusion 29| 0 0 210,000 0 219,450 | A
50540 |Candida Ag SST Serum | Latex 29| 0 0 36,000 0 37,620 | A
50541 |Candida Ag CSF Latex 29| 0 0 36,000 0 37620 | A
50542 |Candida Ag M A SST Serum  |Latex L}408 B4080 96.52 6,120 6,120 90.90 5,940 5940 | ¥
65400 |Cannabinoids 4’d Random Urine |ICA L}4507H(2) |C4502390 1309 8,300 8,300 124.57 8,130 8130 | W
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01800 | CAR autoantibodies SST Serum Western blot =9| 0 0 575,000 0 600,880 | A
65200 |Carbamazepine SST Serum FPA L}450LF2) |C4504030 238.27 15,110 15,110 243.15 15,880 15,880 | A
65210 |Carbamazepine,Free Plain Serum FPIA =9| 0 0 176,500 0 189,880 A
20440 |Carboxy Hemoglobin EDTA Blood L}382LC} C3823 53.44 3,390 3,390 53.71 3,510 3510 | A
11010 |Cardiac Risk Factor SST Serum H At L}241+C24,C2411+C2420 0 0 6,890 0 6,940 | A
11260 |Carnitine(Vitamin BT) SST Serum Enzyme =2| 0 0 100,000 0 104,500 A
11265 |Carnitine(Vitamin BT) SST Serum LC/MS/MS 4154 CY544 3994 50,640 50,640 399.40 52,160 52,160 | A
11270 |Carotene SST Serum Spectrophotometry |L}255 C2550 60.78 3,850 3,850 57.58 3,760 3760 | v
02045 |Catecholamine 2F(HPLC) 24hr Urine HPLC 4228 0 39,340 39,340 40,520 40,520 | A
02046 |Catecholamine 2F(HPLC) EDTA Plasma  |HPLC 4228 0 39,340 39,340 40,520 40,520 | A
02055 |Catecholamine 3F(HPLC) EDTA Plasma  |HPLC 4228 0 59,010 59,010 60,780 60,780 A
02056 |Catecholamine 3F(HPLC) 24hr Urine HPLC 4228 0 59,010 59,010 60,780 60,780 A
26220 |CD 14 Bone Marrow |Flow Cytometry L}512 C5120006 445,94 28,270 28,270 447.99 29,250 29,250 | A
26255 |CD 16 + CD 56 (BAL fluid) BAL fluid Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
26250 |CD 16 + CD 56 (NK cell) EDTA Blood Flow Cytometry Lt512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25990 |CD 19 (B cell) EDTA Blood Flow Cytometry Lt512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25991 |CD 19 (B cell) Bone Marrow  |Flow Cytometry Lt512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25995 |CD 19 (BAL fluid) BAL fluid Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25910 |CD 2 EDTA Blood Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
26005 |CD 20 EDTA Blood Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
27460 |CD 25 Bone Marrow L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25925 |CD 3 (BAL fluid) BAL fluid Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25926 |CD 3 (BAL fluid) BAL fluid Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25920 |CD 3 (T3) EDTA Blood Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25921 |CD 3 (T3) Bone Marrow  |Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
26025 |CD 34 EDTA Blood Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
26020 |CD 34 (Stem cell) EDTA Blood Flow Cytometry L}514 C5140006 71091 67,610 67,610 724.53 70,970 70970 A
25935 |CD 4 (BAL fluid) BAL fluid Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25936 CD 4 (BAL fluid) BAL fluid Flow Cytometry Lt512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25930 |CD 4 (T4) EDTA Blood Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
25931 |CD 4 (T4) Bone Marrow  |Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
26030 |CD 45 EDTA Blood L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 A
26050 |CD 55 EDTA Blood H42Lf BY422006 42994 27,260 27,260 429.94 28,080 28,080 A
26060 |CD 59 EDTA Blood H42Lf BY422006 42994 27,260 27,260 429.94 28,080 28,080 A
26065 |CD 59 (PNH test) EDTA Blood Flow Cytometry H42Lt BY422006 42994 54,520 54,520 429.94 56,160 56,160 | A
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51853 |CD 68 Other L}557 C5575006 470.02 29,800 29,800 466.94 30,490 30,490 | A
25965 |CD 8 (BAL fluid) BAL fluid Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 | A
25966 |CD 8 (BAL fluid) BAL fluid Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 | A
25960 |CD 8 (T8) EDTA Blood  |Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 | A
25961 |CD 8 (T8) Bone Marrow  |Flow Cytometry L}512 C5120006 44594 28,270 28,270 447.99 29,250 29,250 | A
81030 |CD10 (IHC) Tissue i:m“mh'““hem's L}557 C5575006 47002 29,800 29,800 | 466.94 30,490 30,490 | A
26690 |CDH1 mutation EDTA Blood  |Sequencing 595 CzZ601 0 0 665,000 0 665,000

20741 | CDT SST Serum Nephelometry 0 0 28,000 0 28,000

01535 CEA (ECLIA) SST Serum ECLIA Lt422 C4220 230.54 14,620 14,620 230.65 15,060 15,060 | A
01536 |CEA (ECLIA) Body Fluid ECLIA Lt422 C4220 230.54 14,620 14,620 230.65 15,060 15,060 | A
82150 |Cell block after Cyto Exam Other L}594 C5940 156.81 9,940 9,940 145.11 9,480 9480 | Vv
27620 |Cell culture (AF) Amniotic Fluid |Culture 4498 CX498 366.25 23,220 23,220 366.25 23,920 23,920 | A
20160 |Ceruloplasmin SST Serum TIA L}235 C2350 103.76 6,580 6,580 107.19 7,000 7,000 | A
20161 |Ceruloplasmin Hp Plasma TIA L}235 C2350 103.76 6,580 6,580 107.19 7,000 7,000 | A
27740 |CFTR Gene mutation EDTA Blood Sequencing w595 CZ631 0 0 917,000 0 917,000

01200 |C-GMP EDTA Plasma  |RIA =9| 0 0 60,000 0 62,700 | A
01205 |C-GMP 24hr Urine RIA =9| 0 0 60,000 0 62,700 | A
51640 |[CH50 SST Serum Enzyme L}225 C2250 124.78 7,910 7,910 118.16 7,720 7720 | v
50580 |Chlamydia pneumonia IgA SST Serum ELISA = Q| 0 0 46,000 0 48,070 | A
50560 |Chlamydia pneumonia IgG SST Serum IFA LF474LH1) (C4742816 204.59 12,970 12,970 205.72 13,430 13,430 | A
50570 |Chlamydia pneumonia IgM SST Serum IFA LI474L1H2) (C4743816 203.84 12,920 12,920 204.59 13,360 13,360 | A
42340 Chlamydia Pneumonia PCR Other PCR L}5950} C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
50590 |Chlamydia psittaci Ab(CF) SST Serum CF =9| 0 0 18,000 0 18,810 | A
50591 |Chlamydia psittaci Ab(CF) CSF CF =9| 0 0 18,000 0 18,810 | A
50600 |Chlamydia psittaci IgG SST Serum FA = Q| 0 0 74,750 0 78,110 | A
50601 |Chlamydia psittaci IgG CSF FA = Q| 0 0 74,750 0 78,110 | A
50610 |Chlamydia psittaci IgM SST Serum FA = Q| 0 0 74,750 0 78,110 | A
50611 |Chlamydia psittaci IgM CSF FA = Q| 0 0 74,750 0 78,110 | A
42240 |Chlamydia trachomatis Ag 2HE ELFA L}475L} C4752816 28542 18,100 18,100 293.16 19,140 19,140 | A
50650 |Chlamydia trachomatis IgA SST Serum ELISA 0 0 23,000 0 24,040 | A
50630 |Chlamydia trachomatis IgG SST Serum EIA LI474LH1) (C4742816 204.59 12,970 12,970 205.72 13,430 13,430 | A
50640 |Chlamydia trachomatis IgM SST Serum ELISA LI474L1H2) (C4743816 203.84 12,920 12,920 204.59 13,360 13,360 | A
42330 |Chlamydia trachomatis PCR  |2H|E PCR L}5950} C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
10100 |Chloride(Cl) SST Serum ISE L}379LC} C3793 19.19 1,220 1,220 17.42 1,140 1,140 | v
10101 |Chloride(Cl) 24hr Urine ISE L}379LC} C3793 19.19 1,220 1,220 17.42 1,140 1,140 | v
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10102 | Chloride(Cl) Random Urine |ISE L}379CF  |C3793 19.19 1,220 1,220 17.42 1,140 1,140 | ¥
65540 | Chlorpromazine SST Serum GC =9| 0 0 270,000 0 282,150 A
11050 |Cholesterol Ester X2k SST Serum | A4t Lp241Lf  |C2412 22.74 1,440 1,440 20.79 1,360 1,360 | ¥
11051 |Cholesterol Ester = ZF Joint Fluid A A L2410t C2412 22.74 1,440 1,440 20.79 1,360 1360 | V¥
10280 |Cholinesterase(Pseudo) SST Serum Colorimetry L}270 B2700 56.91 3,610 3,610 50.75 3,310 3310 | v
10290 |Cholinesterase(RBC activity) |EDTA Blood  |Enzyme Lt270 B2700 56.91 3,610 3,610 50.75 3,310 3310 | v
02180 |Cholyglycine SST Serum RIA = 2| 0 0 35,000 0 36,580 | A
12700 |Chromium(Cr) ;:ZZZEDTA AAS L}452LH2) |C4523990 30223 19,160 19160 | 30617 | 19,990 19,990 A
12701 |Chromium(Cr) 24hr Urine AAS L}452L}F(2) |C4523990 302.23 19,160 19,160 306.17 19,990 19,990 | A
12702 |Chromium(Cr) Other AAS L}452L}2) |C4523990 302.23 19,160 19,160 306.17 19,990 19,990 | A
25103 |Chromosome Analysis Other Culture 0 0 414,000 0 432,630 | A
25101 |Chromosome Analysis(AF) Amniotic Fluid |Culture 0 0 414,000 0 432,630 | A
25102 |Chromosome Analysis(BM) Bone Marrow |Culture L}600-1 C6005006 1501.64 95,200 95,200 1554.58 101,510 101,510 | A
25104 |Chromosome Analysis(CB) Cord Blood Culture L}600 C6001006 1058.77 67,130 67,130 1135.28 74,130 74,130 | A
25110 |Chromosome analysis(LeukemiiHp Blood Culture L}600-1 C6005006 1501.64 95,200 95,200 1554.58 101,510 101,510 | A
25100 |Chromosome Analysis(PB) Hp Blood Culture L}600 C6001006 1058.77 67,130 67,130 1135.28 74,130 74,130 | A
25105 |Chromosome Analysis(Stem) |Stem cell Culture 0 0 207,000 0 216,320 | A
25175 |Chromosome(Direct+Long) Chorion Culture 0 0 517,500 0 540,790 | A
25192 |Chromosome(High Resolution |Bone Marrow |Culture L600-2 C6006006 1590.33 100,830 100,830 1590.33 103,850 103,850 | A
25190 |Chromosome(High Resolution) |Hp Blood Culture L}600-2 C6006006 1590.33 100,830 100,830 1590.33 103,850 103,850 | A
25191 |Chromosome(High Resolution) |Amniotic Fluid |Culture 0 0 414,000 0 432,630 | A
25165 |Chromosome(Long Term) Chorion Culture 0 0 437,000 0 456,670 | A
26235 |Chronic Leukemia panel Bone Marrow |Flow Cytometry L}512 C5120006 44594 508,860 508,860 447.99 526,500 526,500 | A
65010 | Cisplatin (Free) SST Serum AAS 0 0 150,000 0 156,750 | A
65020 | Cisplatin (Total) SST Serum AAS 0 0 60,000 0 62,700 | A
65030 | Cisplatin (Urine) Random Urine |AAS 0 0 60,000 0 62,700 | A
10520 |Citrate 24hr Urine Enzyme H434571(2) |CY342 339.91 21,550 21,550 339.91 22,200 22,200 | A
10525 |Citrate SST Serum uv H434571(2) |CY342 339.91 21,550 21,550 339.91 22,200 22,200 | A
81060 CK (IHC) Tissue fr';m“”"h'““hem's L}557 5575006 47002] 29,800 | 29,800 466.94 = 30,490 30,490 A
81015 |CK HMW(CK 1,5,10,14)(IHC) | Tissue i’r“vm””°h'“°Chem's Lt557 C5575006 470.02 29,800 29,800 466.94 30,490 30,490 | A
10316 |CK-BB SST Serum Electrophoresis L}304 B3040006 170.1 10,780 10,780 167.97 10,970 10,970 | A
27671 |C-kit analysis Other L595(31) |CZ625 0 0 142,900 0 142,900

29250 |c-kit gene mutation(exonl) Block Sequencing 595 CZ625 0 0 120,000 0 120,000
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29251 |c-kit gene mutation(exon2) Block Sequencing =595 CZ625 0 0 170,000 0 170,000

29252 |c-kit gene mutation(exon3) Block Sequencing 595 CZ625 0 0 240,000 0 240,000

29253 |c-kit gene mutation(exon4) Block Sequencing 595 CZ625 0 0 310,000 0 310,000

10310 |CK-MB 2 SST Serum ECLIA L}264 B2640 148.94 9,440 9,440 150.40 9,820 9,820 | A
10315 |[CK-MM SST Serum Electrophoresis L}304 B3040006 170.1 10,780 10,780 167.97 10,970 10,970 | A
65220 |Clonazepam SST Serum HPLC =9| 0 0 69,000 0 72,110 | A
65770 |Clozapine SST Serum LC/MS/MS L}450L}(4) |CX375696 542.51 34,400 34,400 542,51 35,430 35,430 | A
25370 |CML-major PCR EDTA Blood Nested RT-PCR L}5977} C5971006 1542.2 97,780 97,780 1570.83 102,580 102,580 | A
25371 |CML-major PCR Bone Marrow |Nested RT-PCR L}5977} C5971006 1542.2 97,780 97,780 1570.83 102,580 102,580 | A
25380 |CML-minor PCR EDTA Blood Nested RT-PCR L}597Lt C5972006 1544.19 97,900 97,900 1573.83 102,770 102,770 | A
25381 CML-minor PCR Bone Marrow  Nested RT-PCR L}597Lt C5972006 1544.19 97,900 97,900 1573.83 102,770 102,770 | A
42356 |CMV X2k (Real-time PCR) EDTA Blood | real time PCR =5980F  |CZ963 0 0 92,000 0| 96140 a
50670 |CMV Antigenemia(5 5§ EDTA Blood L}469 C4690426 202.85 12,860 12,860 203.10 13,260 13,260 | A
50680 |CMV antigenemia(Z HCH) EDTA Blood 0 0 43,340 0 43,340

42135 |CMV culture Other Shell Vial Culture |L}416 B4160006 532.51 33,760 33,760 546.65 35,700 35,700 | A
42350 |CMV DNA(PCR) EDTA Blood PCR L}5957} C5951006 401.12 25,430 25,430 409.65 26,750 26,750 | A
40305 CMV IgG SST Serum CMIA L468L}(1) |C4682426 263.15 16,680 16,680 266.76 17,420 17,420 | A
40306 CMV IgG CSF CMIA L468L}(1) |C4682426 263.15 16,680 16,680 266.76 17,420 17,420 | A
40315 | CMV IgM SST Serum CMIA L468L}(2) |C4683426 258.09 16,360 16,360 259.16 16,920 16,920 | A
40316 CMV IgM CSF CMIA L468L}(2) |C4683426 258.09 16,360 16,360 259.16 16,920 16,920 | A
42110 |CMV shell vial culture Other Culture Lt416 B4160006 532.51 33,760 33,760 546.65 35,700 35,700 | A
40270 |CMV(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
40271 |CMV(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
40272 |CMV/(CF) Body Fluid  |CF 29| 0 0 15,000 0| 15680 a
10110 |CO2,Total SST Serum Enzyme L}381Lt C3812 45.01 2,850 2,850 45.04 2,940 2940 A
12710 | Cobalt(Co) ;ZZZEDTA AAS L}452LH2) |C4523990 30223 19,160 19160 | 30617 | 19,990 = 19,990 | A
12711 |Cobalt(Co) 24hr Urine AAS L}452LF(2) |C4523990 302.23 19,160 19,160 306.17 19,990 19,990 | A
65410 |Cocaine & Random Urine |ICA L}4507H2) |C4502390 1309 8,300 8300 | 124.57 8,130 8130 | W
50710 |Cold Agglutin SST Serum HA L}209 B2090006 70.08 4,440 4,440 64.61 4,220 4220 | v
11955 |Collagen Type IV SST Serum Latex = 2| 0 0 45,750 0 47,810 | A
11960 |Collagen Type IV.7S SST Serum RIA =2 0 0 73,600 0 76,910 | A
30000 |Complete Blood Count 8% EDTA Blood RS A A 0 3,870 3,870 4,040 4,040 | A
20506 |Co-oximeter EDTA Blood Oximeter L}370 C3700 154.18 9,780 9,780 156.27 10,200 10,200 | A
12722 |Copper(Cu) Tissue AAS L}452LF(2) |C4527620 601.26 38,120 38,120 607.56 39,670 39,670 | A
12725 |Copper(Cu) Trace Serum  |ICP/MS L}452LF(2) |C4523620 302.23 19,160 19,160 306.17 19,990 19,990 | A
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12726 |Copper(Cu) 24hr Urine ICP/MS L}452LF2) |C4523620 302.23 19,160 19,160 306.17 19,990 19,990 A
11750 |Coproporphyrin d ZF 24hr Urine Spectrophotometry |L}389L}(2) |C3893 172.9 10,960 10,960 175.41 11,450 11,450 | A
11751 |Coproporphyrin 7 2¥ 24hr Urine Colorimetry L}389L}F(1) |C3892 59.16 3,750 3,750 54.26 3,540 3540 v
11740 |Coproporphyrin /g Random Urine |Fluorometry L}3897¢ C3891 11.59 730 730 11.03 720 720 | v
10075 |corrected Ca SST Serum HAbE L}221 @ |C2210 Q| 0 0 2,940 0 2830 | Vv
00690 |Corticosterone SST Serum RIA =9 0 0 138,000 0 144210 | A
00707 |Cortisol (ECLIA) SST Serum ECLIA L}324L}(4) C3248 147.16 9,330 9,330 137.95 9,010 9,010 Vv
00720 |Cortisone SST Serum RIA =9 0 0 155,250 0 162,240 | A
11970 | Cotinine ™M Random Urine |ICA 0 0 23,000 0 24,040 | A
40500 |Coxsackievirus A type 10(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40501 |Coxsackievirus A type 10(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40560 |Coxsackievirus A type 16(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40561 |Coxsackievirus A type 16(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40420 |Coxsackievirus A type 2(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40421 |Coxsackievirus A type 2(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40430 |Coxsackievirus A type 3(NT) SST Serum Neutralization =9 0 0 60,000 0 62,700 | A
40431 |Coxsackievirus A type 3(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40440 |Coxsackievirus A type 4(NT) | SST Serum Neutralization =9 0 0 60,000 0 62,700 | A
40441 |Coxsackievirus A type 4(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40450 |Coxsackievirus A type 5(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40451 |Coxsackievirus A type 5(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40460 |Coxsackievirus A type 6(NT) | SST Serum Neutralization =9| 0 0 60,000 0 62,700 | A
40461 |Coxsackievirus A type 6(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40470 |Coxsackievirus A type 7(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40471 |Coxsackievirus A type 7(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40590 | Coxsackievirus A type 9(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
40591 | Coxsackievirus A type 9(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
40490 |Coxsackievirus A type 9(NT) | SST Serum Neutralization =9| 0 0 60,000 0 62,700 | A
40491 |Coxsackievirus A type 9(NT) |CSF Neutralization 29| 0 0 60,000 0 62,700 | A
40710 |Coxsackievirus B type 1(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
40711 |Coxsackievirus B type 1(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
40610 |Coxsackievirus B type 1(NT) |SST Serum Neutralization =9| 0 0 60,000 0 62,700 | A
40611 |Coxsackievirus B type 1(NT) |CSF Neutralization =9| 0 0 60,000 0 62,700 | A
40720 |Coxsackievirus B type 2(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
40721 |Coxsackievirus B type 2(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
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40620 |Coxsackievirus B type 2(NT) SST Serum Neutralization =2| 0 0 60,000 0 62,700 A
40621 |Coxsackievirus B type 2(NT) |CSF Neutralization =2| 0 0 60,000 0 62,700 | A
40730 |Coxsackievirus B type 3(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
40731 |Coxsackievirus B type 3(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
40630 |Coxsackievirus B type 3(NT) SST Serum Neutralization =2| 0 0 60,000 0 62,700 | A
40631 |Coxsackievirus B type 3(NT) |CSF Neutralization =2| 0 0 60,000 0 62,700 | A
40740 |Coxsackievirus B type 4(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
40741 |Coxsackievirus B type 4(CF)  |CSF CF = 9| 0 0 15,000 0 15,680 | A
40640 |Coxsackievirus B type 4(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40641 |Coxsackievirus B type 4(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40750 |Coxsackievirus B type 5(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
40751 |Coxsackievirus B type 5(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
40652 |Coxsackievirus B type 5(NT Body Fluid Neutralization =9 0 0 60,000 0 62,700 A
40650 |Coxsackievirus B type 5(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
40651 |Coxsackievirus B type 5(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
40760 |Coxsackievirus B type 6(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
40761 |Coxsackievirus B type 6(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
40660 |Coxsackievirus B type 6(NT) | SST Serum Neutralization =9 0 0 60,000 0 62,700 | A
40661 |Coxsackievirus B type 6(NT) |CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
42120 |Coxsackievirus culture Other Culture Lt416 B4160006 532.51 33,760 33,760 546.65 35,700 35,700 | A
00965 |C-peptide (ECLIA) SST Serum ECLIA L}343 C3430 193.16 12,250 12,250 196.42 12,830 12,830 | A
00966 |C-peptide (ECLIA) 24hr Urine ECLIA L}343 C3430 193.16 12,250 12,250 196.42 12,830 12,830 | A
10300 |CPK SST Serum Enzyme L}263 B2630 55.83 3,540 3,540 55.91 3,650 3,650 | A
10301 |CPK Body Fluid Enzyme L}263 B2630 55.83 3,540 3,540 55.91 3,650 3,650 | A
20580 |CPK Isoenzyme SST Serum Electrophoresis L}304 B3040006 170.1 10,780 10,780 167.97 10,970 10,970 A
20581 |CPK Isoenzyme Body Fluid L}304 B3040006 170.1 10,780 10,780 167.97 10,970 10,970 A
27600 |CRA(Chemotherapy response) Other 0 0 490,000 0 490,000

10900 |Crea.Clearance Test SN Ao L}376 C3760 55.83 3,540 3,540 51.40 3,360 3360 | Vv
10870 |Creatine SST Serum Colorimetry L}377 C3770 26.83 1,700 1,700 24.20 1,580 1580 Vv
10871 |Creatine 24hr Urine Colorimetry L}377 C3770 26.83 1,700 1,700 24.20 1,580 1580 Vv
10872 |Creatine Random Urine |Colorimetry L}377 C3770 26.83 1,700 1,700 24.20 1,580 1580 Vv
10880 |Creatinine SST Serum Enzyme L}375 C3750 21.7 1,380 1,380 19.77 1,290 1290 v
10881 |Creatinine 24hr Urine Enzyme L}375 C3750 21.7 1,380 1,380 19.77 1,290 1290 v
10882 |Creatinine Random Urine |Enzyme L}375 C3750 21.7 1,380 1,380 19.77 1,290 1290 v
31091 |Cross matching E4H Column L+205 B2050 45.23 2,870 2,870 47.30 3,090 3,090 | A
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31090 |Cross matching SET =+d4 Column 0 10,180 10,180 10,990 10,990 | A
50720 |CRP SST Serum TIA L}2247} C2241 26.52 1,680 1,680 24.17 1,580 1580 | v
50721 |CRP CSF TIA L}2247} C2241 26.52 1,680 1,680 24.17 1,580 1580 | v
50730 |CRP7d ZF(HS-CRP) SST Serum TIA L}224Lt C2243 104.18 6,610 6,610 105.01 6,860 6,860 | A
50731 |CRP7d ZF(HS-CRP) CSF TIA L}224Lt C2243 104.18 6,610 6,610 105.01 6,860 6,860 | A
20170 |Cryoglobulin & A SST Serum  |Manual L}5007F | C5001 31.26 1,980 1,980 31.28 2,040 2,040 | a
50740 |Cryptococcus Ag SST Serum Latex L+408 B4080 96.52 6,120 6,120 90.90 5,940 5940 | v
50741 |Cryptococcus Ag CSF Latex L}408 B4080 96.52 6,120 6,120 90.90 5,940 5940 | v
28160 |CTLN2 gene mutation EDTA Blood Sequencing 0 0 140,000 0 140,000

13010 |[CTx SST Serum ECLIA L}393-2 C3932 211.98 13,440 13,440 199.38 13,020 13,020 | v
70110 |Culture Other L4057} B4051 152.96 9,700 9,700 158.13 10,330 10,330 | A
70155 |Culture & Sensi(MIC)(G) Other L}405+L}40B4051+B4062 20570 20570 21750 21,750 | A
70120 |Culture & Sensitivity Other L4057} B4051 152.96 9,700 9,700 158.13 10,330 10,330 | A
70125 |Culture & Sensitivity(G) Other L}405+L}40B4051+B4061 16850 16850 17760 17,760 | A
70150 |Culture & Sensitivity(MIC) Other MIC L4057} B4051 152.96 9,700 9,700 158.13 10,330 10,330 | A
65700 |Cyanide EDTA Blood Colorimetry =9| 0 0 286,250 0 299,130 | A
81020 |Cyclin D1 (IHC) Tissue i:m“mh'““hem's L}557 C5575006 470.02| 29,800 29,800 466.94 30,490 30,490 A
65550 |Cyclosporin EDTA Blood RIA L450Lt(2) |C7451150 213.79 13,550 13,550 206.42 13,480 13,480 | v
65551 |Cyclosporin (LC-MS/MS) EDTA Blood LC/MS/MS L}450Lt(4) |[CX375696 542.51 34,400 34,400 542.51 35,430 35430 | A
01545 |CYFRA 21-1 (ECLIA) SST Serum ECLIA 285 CZ285 0 0 34,500 0 36,050 | A
28150 |CYP21A2 gene mutation EDTA Blood Sequencing w595 CZ608 0 0 278,000 0 278,000

28151 |CYP21A2 gene mutation EDTA Blood Sequencing w595 CZ608 0 0 306,000 0 306,000

27730 |CYP2C19 Genotyping EDTA Blood Sequencing w597 CZ900 0 0 294,000 0 294,000

27790 |CYP2C19 major polymorphism |EDTA Blood Sequencing 597 CZ900 0 0 69,000 0 69,000

27510 |CYP2C9 major polymorphism [EDTA Blood Sequencing 597 CZ905 0 0 71,000 0 71,000

12980 |Cystatin C SST Serum TIA 4131 CX131 85.83 5,440 5,440 85.83 5,600 5600 | A
52410 |Cytokine Chip (12&) SST Serum CLA 0 0 288,000 0 300,960 | A
52411 |Cytokine Chip (12&) Other CLA 0 0 288,000 0 300,960 | A
27675 DCC2IH| QM X}-LOH Other :::Iv::gme”t =5967}H(8) |CZ803 0 0 52,500 0| 52500

30680 |D-dimer 7d 2 SC Plasma TIA L}172L} B1723 146.8 9,310 9,310 157.10 10,260 10,260 | A
31060 |D-dimer %d4 SC Plasma TIA L}1727¢ B1721 478 3,030 3,030 45.53 2,970 2970 | v
27030 |Delete azoospermia (DAZ) Hp Blood PCR 0 0 150,000 0 150,000

12380 |Deoxypyridinoline Random Urine |RIA L}393 C3930 212.05 13,440 13,440 200.03 13,060 13,060 | v
65561 |Desipramine Plain Blood LC/MS/MS L}450L}(4) |CX375696 542.51 34,400 34,400 542.51 35,430 35430 | A
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00730 |DHEA SST Serum RIA 199 CZ199 0 0 126,500 0 132,190 | A
00746 | DHEA-S (ECLIA) SST Serum ECLIA Lt364 C3640 245.39 15,560 15,560 250.06 16,330 16,330 | A
65230 |Diazepam (HPLC) SST Serum HPLC =9| 0 0 75,000 0 78,380 A
65235 |Diazepam (LC-MS/MS) SST Serum LC/MS/MS Lt450Lt(4) |CX375016 54251 34,400 34,400 542.51 35,430 35430 | A
65792 |Difenacoum SST Serum HPLC = 2| 0 0 330,000 0 344,850 | A
30020 | Differential Count EDTA Blood  |AISETA L LF1097} B1091 25.56 1,620 1,620 25.53 1,670 1,670 | A
65040 |Digitoxin SST Serum EIA = 2| 0 0 75,000 0 78,380 | A
65050 |Digoxin (CLIA) SST Serum CLIA LI450L}(2) |C4504090 238.27 15,110 15,110 243.15 15,880 15,880 | A
10050 | Direct Bilirubin SST Serum Colorimetry Lt372LF  |C3721 21.65 1,370 1,370 20.06 1,310 1,310 | Vv
10051 | Direct Bilirubin Capillary Colorimetry Lt372LF  |C3721 21.65 1,370 1,370 20.06 1,310 1,310 | Vv
30320 |Direct Coombs EDTA Blood  |Column Lt2047t% |B2041006 34.72 2,200 2,200 34.97 2,280 2,280 | A
31080 |Direct Coombs Anti 4& EDTA Blood Lt2047}t B2047106~406 0 14,920 14,920 15,920 15,920 | A
31070 |Direct Coombs Anti C3d,IgG  |EDTA Blood Lt2047}t B20471+406 0 7,460 7,460 7,960 7,960 | A
65060 |Disopyramide SST Serum EIA = 2| 0 0 57,500 0 60,090 | A
65061 |Disopyramide Hp Plasma EIA =9 0 0 57,500 0 60,090 | A
25390 DMD/BMD EDTA Blood Multiplex-PCR =596 CZ811 0 0 184,000 0 192,280 | A
25398 DMD/BMD EDTA Blood  |MLPA =596 CZ814 0 0 180,000 0 180,000

25396 IDMD/BMD carrier test EDTA Blood =596 Cz812 0 0 200,000 0 | 200,000

25395 |DMD/BMD exon deletion test |EDTA Blood Multiplex-PCR 596 Cz811 0 0 150,000 0 150,000

25397 |DMD/BMD linkage test EDTA Blood =596 Cz813 0 0 390,000 0 390,000

26210 |DNA Floidy(DNA H{ =4 ZA})  |Block Flow Cytometry 45517t  |CY551006 678.99 43,050 43,050 678.99 44,340 44340 | A
50715 |Donath Landsteiner test SST Serum Lt210 B2100006 49.57 3,140 3,140 46.35 3,030 3030 v
00855 |Dopamin(HPLC) 24hr Urine HPLC 4228Ct  |CY283006 310.2 19,670 19,670 310.20 20,260 20,260 | A
00856 |Dopamin(HPLC) EDTA Plasma  |HPLC 4228Ct  |CY283006 310.2 19,670 19,670 310.20 20,260 20,260 | A
27480 |DRPLA EDTA Blood  |PCR-RFLP 4573Ct  |CY533006 95351 60,450 60,450 953.51 62,260 62,260 | A
26840 | DRPLA gene mutation EDTA Blood 4573Ct  |CY533006 95351 60,450 60,450 953.51 62,260 62,260 | A
65571 |Drug profiling test Random Urine |LC/MS/MS L+4507H4) |CX373 378.82 24,020 24,020 378.82 24,740 24740 | A
30410 |Du (Weak D) Test EDTA Blood  |Column Lt202Ct B2023 47.87 3,030 3,030 46.09 3,010 3010 v
30430 |Duffy HHAZHA} =44 Tube L}203 B2030006 81.03 5,140 5,140 77.45 5,060 5060 Vv
01550 |DUPAN-2 SST Serum EIA =9| 0 0 57,500 0 60,090 | A
29060 |DYT1 (Dystonia I, torsion) EDTA Blood  |PCR-RFLP 4562 CY635006 416.68 26,420 26,420 416.68 27,210 27,210 | A
71222 |E.coli 0157 Cul&Sensi(G) Other Culture L4301 +L}40 BY309006+B4061 30170 30170 31140 31,140 | A
71220 |E.coli 0157 Culture Other Culture 43012t BY309006 363.17 23,020 23,020 363.17 23,720 23,720 | A
70740 |E.coli 0157 PCR Stool PCR Lt5950t | C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
50465 |E.coli(Latex) CSF Latex L}408 B4080 96.52 6,120 6,120 90.90 5,940 5940 | v
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42935 EBV % ZF (Real-time PCR) EDTA Blood real time PCR 598 CZ965 0 0 92,000 0 96,140 | A
42875 |[EBV EA-DR IgG SST Serum EIA L468L}(1) |C4682446 263.15 16,680 16,680 266.76 17,420 17,420 | A
42876 |[EBV EA-DR IgG CSF EIA L}468L}1) |C4682446 263.15 16,680 16,680 266.76 17,420 17,420 | A
42895 EBV EA-DR IgM SST Serum EIA L468L}(2) |C4683446 258.09 16,360 16,360 259.16 16,920 16,920 A
42896 EBV EA-DR IgM CSF EIA L468L}(2) |C4683446 258.09 16,360 16,360 259.16 16,920 16,920 A
42900 EBV EBNA IgG SST Serum EIA L468LF(1) |C4682456 263.15 16,680 16,680 266.76 17,420 17,420 | A
42901 EBV EBNA IgG EDTA Plasma  |EIA L468LF(1) |C4682456 263.15 16,680 16,680 266.76 17,420 17,420 | A
42902 EBV EBNA IgG CSF EIA L468L}(1) |C4682456 263.15 16,680 16,680 266.76 17,420 17,420 | A
42910 EBV EBNA IgM SST Serum EIA L}468L}(2) |C4683456 258.09 16,360 16,360 259.16 16,920 16,920 A
42911 EBV EBNA IgM EDTA Plasma  |EIA L468L}(2) |C4683456 258.09 16,360 16,360 259.16 16,920 16,920 A
42912 EBV EBNA IgM CSF EIA L}468L}(2) |C4683456 258.09 16,360 16,360 259.16 16,920 16,920 A
42920 EBV PCR EDTA Blood Nested PCR L}5950¢4 C5955006 385.34 24,430 24,430 385.98 25,200 25,200 | A
42567 EBV PCR Recut EDTA Blood PCR-Recut 4562 CY632006 416.88 26,420 26,420 416.68 27,210 27,210 | A
40835 |EBV VCA IgG SST Serum EIA L468L}(1) |C4682436 263.15 16,680 16,680 266.76 17,420 17,420 | A
40836 |[EBV VCA IgG CSF EIA L468L}(1) |C4682436 263.15 16,680 16,680 266.76 17,420 17,420 | A
40845 |EBV VCA IgM SST Serum EIA L}468L}(2) |C4683436 258.09 16,360 16,360 259.16 16,920 16,920 A
40846 |EBV VCA IgM CSF EIA L}468L}(2) |C4683436 258.09 16,360 16,360 259.16 16,920 16,920 A
50750 |EBV(in situ) Other L4567Ct CY673006 604.71 38,340 38,340 604.71 39,490 39,490 A
50755 EBV(in situ) Other Insitu Hybridization |L{567C} CY673006 604.71 38,340 38,340 604.71 39,490 39,490 A
50760 EBV(in situ) Other Insitu Hybridization |L{567C} CY673006 604.71 38,340 38,340 604.71 39,490 39,490 A
42770 |Echovirus Culture Other Culture L}416 B4160006 532.51 33,760 33,760 546.65 35,700 35,700 A
41310 Echovirus Type 11(HI) SST Serum HI =9| 0 0 15,000 0 15,680 | A
41311 Echovirus Type 11(HI) CSF HI = 9| 0 0 15,000 0 15,680 | A
41110 |Echovirus Type 11(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
41111 |Echovirus Type 11(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
41320 Echovirus Type 12(HI) SST Serum HI = 9| 0 0 15,000 0 15,680 | A
41321 Echovirus Type 12(HI) CSF HI = 9| 0 0 15,000 0 15,680 | A
41120 |Echovirus Type 12(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
41121 |Echovirus Type 12(NT) CSF Neutralization =9| 0 0 60,000 0 62,700 | A
41130 |[Echovirus Type 13(NT) SST Serum Neutralization =9| 0 0 60,000 0 62,700 | A
41131 |Echovirus Type 13(NT) CSF Neutralization 29| 0 0 60,000 0 62,700 | A
41160 |[Echovirus Type 16(NT) SST Serum Neutralization =9| 0 0 60,000 0 62,700 | A
41161 |[Echovirus Type 16(NT) CSF Neutralization =9| 0 0 60,000 0 62,700 | A
41170 |[Echovirus Type 17(NT) SST Serum Neutralization =9| 0 0 60,000 0 62,700 | A
41171 |Echovirus Type 17(NT) CSF Neutralization =9| 0 0 60,000 0 62,700 | A
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41180 |Echovirus Type 18(NT) SST Serum Neutralization =2| 0 0 60,000 0 62,700 A
41181 |Echovirus Type 18(NT) CSF Neutralization =2| 0 0 60,000 0 62,700 A
41190 |Echovirus Type 19(NT) SST Serum Neutralization =2| 0 0 60,000 0 62,700 A
41191 |Echovirus Type 19(NT) CSF Neutralization =2| 0 0 60,000 0 62,700 A
41210 |Echovirus Type 21(NT) SST Serum Neutralization =2| 0 0 60,000 0 62,700 A
41211 |Echovirus Type 21(NT) CSF Neutralization =2| 0 0 60,000 0 62,700 A
41220 |Echovirus Type 22(NT) SST Serum Neutralization =2| 0 0 60,000 0 62,700 A
41221 |Echovirus Type 22(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
41240 |Echovirus Type 24(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
41241 |Echovirus Type 24(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
41250 |Echovirus Type 25(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
41251 |Echovirus Type 25(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
41030 |Echovirus Type 3(HI) SST Serum HI =9| 0 0 15,000 0 15,680 | A
41031 Echovirus Type 3(HI) CSF HI =9| 0 0 15,000 0 15,680 | A
40930 Echovirus Type 3(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
40931 Echovirus Type 3(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
41300 |Echovirus Type 30(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
41301 |Echovirus Type 30(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40940 Echovirus Type 4(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
40941 Echovirus Type 4(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40950 Echovirus Type 5(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
40951 Echovirus Type 5(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40960 Echovirus Type 6(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
40961 Echovirus Type 6(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
41070 |Echovirus Type 7(HI) SST Serum HI =9| 0 0 15,000 0 15,680 | A
41071 Echovirus Type 7(HI) CSF HI = 9| 0 0 15,000 0 15,680 | A
40970 Echovirus Type 7(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
40971 Echovirus Type 7(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 A
40990 |Echovirus Type 9(NT) SST Serum Neutralization =9| 0 0 60,000 0 62,700 | A
40991 |Echovirus Type 9(NT) CSF Neutralization =9| 0 0 60,000 0 62,700 | A
40910 |Echovirus,Type 1(NT) SST Serum Neutralization 29| 0 0 60,000 0 62,700 | A
40911 |Echovirus,Type 1(NT) CSF Neutralization =9| 0 0 60,000 0 62,700 | A
01220 |ECP SST Serum ELISA 114 CZ114 0 0 92,000 0 96,140 | A
01221 |ECP Random Urine |ELISA 114 CZ114 0 0 92,000 0 96,140 | A
01225 |[ECP (Unicap) SST Serum FEIA 114 CZ114 0 0 92,000 0 96,140 | A
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27665 [EGFR gene mutation(exonl) |Block Sequencing 595 CZ626 0 0 120,000 0 120,000

27666 [EGFR gene mutation(exon2) |Block Sequencing 595 CZ626 0 0 180,000 0 180,000

27667 [EGFR gene mutation(exon3) |Block Sequencing 595 CZ626 0 0 240,000 0 240,000

27668 [EGFR gene mutation(exon4) |Block Sequencing 595 CZ626 0 0 310,000 0 310,000

27669 EGFR{GHMX}EHEHO| Tissue DHPLC 595 CZ626 0 0 111,000 0 111,000

27670 |[EGFRS XIS AHHHO|HI|AH  |Other Sequencing 595 CZ626 0 0 120,000 0 120,000

70980 |[Egg count, EPG Stool nEd Lt68 B0680 33.21 2,110 2,110 31.85 2,080 2080 | v
01560 |Elastase 1 SST Serum 2t ASEHEY 155 BZ155 =9 0 0 69,000 0 72,110 | A
52380 Endomysial IgA SST Serum IFA =Q| 0 0 326,900 0 341,610 | A
70765 |Endotoxin(5Aiel) Other 0 0 40,250 0 42,060 | A
42140 Entero Virus Culture Other Culture L}416 B4160006 53251 33,760 33,760 546.65 35,700 35,700 | A
42760 Entero Virus Culture 3& Other Culture L}416 B4160006 53251 101,280 101,280 546.65 107,100 107,100 | A
42370 |Entero virus RNA(PCR) CSF real time PCR L}596Lf C5962006 554.04 35,130 35,130 575.08 37,550 37,550 A
41000 |[Enterovirus Type 70(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
41001 |[Enterovirus Type 70(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
41010 |[Enterovirus Type 71(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
41011 |[Enterovirus Type 71(NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
41012 |[Enterovirus Type 71(NT) Body Fluid Neutralization =Q| 0 0 60,000 0 62,700 | A
30030 |Eosinophil Count EDTA Blood Manual L}1077¢ B1070 12.66 800 800 12.58 820 820 | A
30031 |Eosinophil Count Smear Slide Manual L}107L} B1071 15.45 980 980 14.87 970 970 | Vv
12993 |Epimerase EDTA Blood Enzyme 337 CZ040 0 0 74,750 0 78,110 A
00835 |Epinephrine(HPLC) 24hr Urine HPLC 42287}t CY281006 310.2 19,670 19,670 310.20 20,260 20,260 A
00836 |Epinephrine(HPLC) EDTA Plasma |HPLC 42287}t CY281006 310.2 19,670 19,670 310.20 20,260 20,260 A
01570 |ER/PR Receptor Tissue L}559 C5590 561.55 71,200 71,200 517.64 67,600 67,600 Vv
01250 |Erythropoietin(EPO) SST Serum CLIA L}357 C3570 285.16 18,080 18,080 270.70 17,680 17,680 | Vv
01251 |Erythropoietin(EPO) Hp Plasma CLIA L}357 C3570 285.16 18,080 18,080 270.70 17,680 17,680 | Vv
30040 [ESR EDTA Blood Manual L}1037¢ B1033 115 730 730 11.09 720 720 | v
00435 |Estradiol (E2) 24hr Urine RIA =Q| 0 0 79,000 0 82,560 | A
00433 Estradiol (E2) (ECLIA) SST Serum ECLIA L}326 C3260 182.78 11,590 11,590 185.63 12,120 12,120 | A
00440 | Estriol (E3) SST Serum RIA L3273 C7327 181.59 11,510 11,510 163.31 10,660 10,660 | V¥
00445 |Estriol (E3) 24hr Urine RIA =Q| 0 0 79,000 0 82,560 | A
00450 Estrogen SST Serum RIA L}325%F C7325 99.27 6,290 6,290 106.40 6,950 6,950 | A
00456 Estrogen 24hr Urine RIA =Q| 0 0 120,000 0 125,400 A
65240 |Ethosuximide SST Serum EIA =Q| 0 0 75,000 0 78380 | A
29105 |[EWS-FLT1 Block RT-PCR L}597 X} C5969006 578.72 36,690 36,690 612.12 39,970 39970 | A
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29100 [EWS-FLT1/ERG rearrangement |Block Nested RT-PCR L}597 X} C5979006 1608.27 101,960 101,960 1669.92 109,050 109,050 A
27863 |[Express QF-PCR 21&culture  |Amniotic Fluid 0 0 506,000 0 528,770 | A
27862 |Express QF-PCR 3Z&culture |Amniotic Fluid 0 0 575,000 0 600,880 | A
27860 |[Express QF-PCR 5&&eculture |Amniotic Fluid 0 0 644,000 0 672,980 | A
27832 |Express QF-PCR(21) Amniotic Fluid |QF-PCR 0 0 120,000 0 125,400 | A
27831 |[Express QF-PCR(21,18,13) Amniotic Fluid |QF-PCR 0 0 180,000 0 188,100 A
27830 |Express QF-PCR(5%&) Amniotic Fluid |QF-PCR 0 0 299,000 0 312,460 | A
26351 |Express study(18)& Culture Amniotic Fluid |FISH 0 0 506,000 0 528,770 | A
26280 |Express study(21)& Culture Amniotic Fluid |FISH 0 0 506,000 0 528,770 | A
26285 |Express study(21)& Culture Amniotic Fluid |FISH 0 0 506,000 0 506,000

27685 |Express study18/21&Culture |Amniotic Fluid 0 0 598,000 0 598,000

25401 |Express study-18Chromosome |Amniotic Fluid |FISH 595 CZ967 0 0 184,000 0 192,280 | A
25415 |Express study-21Chromosome |Amniotic Fluid |FISH 598 CZ967 0 0 184,000 0 192,280 | A
27680 |Express(18/21) & Culture Amniotic Fluid |FISH 0 0 598,000 0 624,910 | A
30650 |Factor 5 Leiden(FV:Q506) EDTA Blood PCR-RFLP L5621}t CY633006 416.68 26,420 26,420 416.68 27,210 27,210 | A
30480 |Factor Ab VI SC Plasma Clot-based L}1787} B1780006 206.62 13,100 13,100 207.67 13,560 13,560 A
30490 |Factor Ab IX SC Plasma Clot-based L}178L} B1781006 208.74 13,230 13,230 210.85 13,770 13,770 | A
30570 |Factor Assay VI SC Plasma Clot-based L}1697}(3) |B1693006 162.13 10,280 10,280 168.60 11,010 11,010 A
30580 |Factor Assay VI SC Plasma Clot-based L}1697}(4) |B1694006 162.62 10,310 10,310 171.28 11,180 11,180 A
30590 |Factor Assay IX SC Plasma Clot-based L}1697}(5) |B1695006 161.9 10,260 10,260 170.18 11,110 11,110 A
30520 |Factor AssayIll SC Plasma Clot-based L}1697}(1) |B1691006 159.27 10,100 10,100 164.31 10,730 10,730 | A
30550 |Factor AssayV SC Plasma Clot-based L}1697}(2) |B1692006 158.54 10,050 10,050 163.09 10,650 10,650 | A
30600 |Factor Assay X SC Plasma Clot-based L}1697}(6) |B1696006 156.85 9,940 9,940 161.28 10,530 10,530 | A
30610 |Factor Assay X I SC Plasma Clot-based L}1697}(7) |B1697006 157.14 9,960 9,960 161.73 10,560 10,560 | A
30620 |Factor Assay X II SC Plasma Clot-based L}1697}(8) |B1698006 153.05 9,700 9,700 155.39 10,150 10,150 A
30630 |Factor Assay X I SC Plasma Urea 85iA|H L}1697}(9) |B1699006 157.03 9,960 9,960 161.69 10,560 10,560 A
27701 |[Family Mutation,Auto Domin |EDTA Blood  |Sequencing 0 0 64,000 0 64,000

27702 |Family Mutation,Auto Reces |EDTA Blood Sequencing 0 0 76,000 0 76,000

27703 |Family,X-link/Mitochondria EDTA Blood Sequencing 0 0 59,000 0 59,000

27810 |Fanconi Anemia Study S4H 0 0 168,000 0 168,000

12940 Fat g’d At Stool Lt67 B0670 11.97 760 760 12.63 820 820 A
11080 |Fatty Acid 4 Fraction Hp Plasma GC =9| 0 0 88,000 0 91,960 A
30890 |FDP SC Plasma TIA Lt161L} B1613 13492 8,550 8,550 136.94 8,940 8940 | A
31110 FDP @’d SC Plasma TIA Lt1617} | Blell 51.99 3,300 3,300 51.80 3,380 3380 | A
11690 |Ferric Chloride Random Urine |Colorimetry L}440 C4400 15.9 1,010 1,010 14.64 960 960 | Vv
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01585 |Ferritin (ECLIA) SST Serum ECLIA L}252 C2520 162.87 10,330 10,330 167.93 10,970 10,970 | a
20450 |Fetal hemoglobin EDTA Blood HPLC L}3822} C3824 64.89 4,110 4,110 65.55 4,280 4,280 A
30640 |Fibrinogen SC Plasma Clot-based L1607} B1601 38.01 2,410 2,410 38.69 2,530 2530 | A
30900 |Fibronectin SC Plasma Colorimetry 0 0 74,750 0 78,110 | A
70770 Filariae Z':j‘;d Smear | anual LH115 B1150006 44.42 2,820 2,820 45.57 2,980 2,980 | A
01840 |First double Marker SST Serum 0 0 46,000 0 48,080 | A
01850 |First double Marker NT SST Serum 0 0 46,000 0 48,080 | A
27750 |FISH_1p/19q deletion Tissue FISH L1598 CZ967 0 0 400,000 0 400,000
27749 |FISH_1p/19q deletion(d ) Tissue FISH 598 CZ967 0 0 436,000 0 436,000
28250 |FISH_1p36 deletion Block FISH 598 CZ967 0 0 240,000 0 240,000
27900 |FISH_1q21/8p21 Hp Blood FISH 598 CZ967 0 0 241,500 0 252,370 | A
27910 |FISH_5q31 Hp Blood FISH 598 CZ967 0 0 210,000 0 219,450 A
27920 |FISH_7q22/7q35 Hp Blood FISH 598 CZ967 0 0 241,500 0 252,370 | A
27930 |FISH_u}t2}El pretreatment Tissue FISH 0 0 110,000 0 110,000
28040 |FISH_ALKgene rearrangement |Hp Blood FISH =598 CZ967 0 0 240,000 0 240,000
27081 FISH_AML1/ETO Bone Marrow |FISH L1598 CZ967 0 0 247,000 0 247,000
27080 FISH_AMLI1/ETO, t(8;21) Hp Blood FISH L1598 CZ967 0 0 291,000 0 291,000
26150 |FISH_bcr-abl Bone Marrow |FISH 1598 CZ967 0 0 247,000 0 247,000
26455 FISH_CATCH22 Hp Blood FISH 1598 CZ967 0 0 263,000 0 263,000
26480 |FISH_CBFB gene, 16q22 Hp Blood FISH L1598 CZ967 0 0 241,500 0 252,370 A
27950 |FISH_CEP8 Hp Blood FISH 598 CZ967 0 0 241,500 0 252,370 | A
27960 |FISH_C-myc,8p24 Hp Blood FISH 1598 CZ967 0 0 220,000 0 220,000
26510 |FISH_D13S25 Locus, 13q14.3 |Hp Blood FISH 598 CZ967 0 0 175,000 0 175,000
26530 |FISH_D20S108 Locus, 20q12 Hp Blood FISH L1598 CZ967 0 0 241,500 0 252,370 A
26540 |FISH_D7S522, 7q31 Hp Blood FISH 598 CZ967 0 0 244,000 0 244,000
26451 FISH_Digeorgel,catch22 Hp Blood FISH 598 CZ967 0 0 241,500 0 252,370 | A
26595 FISH_EGFR Tissue FISH 598 CZ967 0 0 320,000 0 320,000
28240 FISH_EGFR amplificataion Hp Blood FISH L1598 CZ967 0 0 320,000 0 320,000
28130 |FISH_EWSR1 (22q12) Hp Blood FISH 598 CZ967 0 0 240,000 0 240,000
27751 |FISH_FIP1L1/PDGFR(4q12) Bone Marrow |FISH 1598 CZ967 0 0 289,000 0 289,000
26180 |FISH_Her2/neu Other FISH 1598 CZ967 0 0 480,000 0 480,000
26560 |FISH_IGH, 14q32.3 Hp Blood FISH 1598 CZ967 0 0 210,000 0 219,450 A
27980 |FISH_IGH/BCL2 trans. Hp Blood FISH 1598 CZ967 0 0 250,000 0 250,000
26570 [FISH_IGH/CCND1 Hp Blood FISH 1598 CZ967 0 0 250,000 0 250,000
27990 |FISH_IGH/FGFR3,t(4;14) Hp Blood FISH 1598 CZ967 0 0 241,500 0 252,370 | A
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28000 |FISH_IGH/MAF,t(14;16) Hp Blood FISH 598 CZ967 0 0 241,500 0 252,370 | A
28110 |FISH_Kallman Syndrome Hp Blood FISH 598 CZ967 0 0 210,000 0 210,000
28260 |[FISH_MALT1 translocation Block FISH 598 CZ967 0 0 240,000 0 240,000
26620 |FISH_Miller-Dieker Hp Plasma FISH 598 CZ967 0 0 210,000 0 210,000
27630 |FISH_MLL(11g23) Hp Blood FISH 598 CZ967 0 0 241,500 0 252,370 | A
26550 |FISH_Myeloma 6Z& Bone Marrow  |FISH 598 CZ967 0 0| 1,078,000 0 | 1,078,000
28200 |FISH_Neuroblastoma Block FISH 598 CZ967 0 0 460,000 0 460,000
26590 |[FISH_N-MYC Amplipication Tissue FISH 598 CZ967 0 0 220,000 0 220,000
28010 |FISH_p16 Hp Blood FISH 598 CZ967 0 0 241,500 0 252,370 | A
26581 [FISH_PDGFRA Bone Marrow |FISH 598 CZ967 0 0 241,500 0 252,370 | A
26582 |FISH_PDGFRB Bone Marrow  |FISH 598 CZ967 0 0 241,500 0 252,370 | A
26600 FISH_PML/RARA, t(15;17) Hp Blood FISH 598 CZ967 0 0 281,000 0 281,000
26601 [FISH_PML-RARa Bone Marrow  |FISH 598 CZ967 0 0 247,000 0 247,000
25741 |FISH_Prader willi/Angelman Hp Blood FISH 598 CZ967 0 0 241,500 0 252,370 | A
25740 |FISH_Prader-Willi syndrome Hp Blood FISH 598 CZ967 0 0 263,000 0 263,000
25745 |FISH_Prader-Willi syndrome Chorion FISH 598 CZ967 0 0 630,000 0 630,000
25750 |[FISH_Rb gene Bone Marrow  |FISH 598 CZ967 0 0 185,000 0 185,000
25751 |[FISH_Rb gene Hp Blood FISH 598 CZ967 0 0 185,000 0 185,000
28210 |FISH_SYT translocation Block FISH 598 CZ967 0 0 240,000 0 240,000
28030 |FISH_TEL/AML1 12;21 Hp Blood FISH L1598 CZ967 0 0 210,000 0 219,450 A
28020 |FISH_TP53,17p13 Hp Blood FISH 598 CZ967 0 0 210,000 0 219,450 A
28021 |FISH_TP53,17p13(Tissue) Tissue FISH 598 CZ967 0 0 306,000 0 306,000
28120 |FISH_Trisomy 1q (1q25) Hp Blood FISH 598 CZ967 0 0 230,000 0 230,000
26295 |FISH_Williams syndrome Hp Blood FISH 598 CZ967 0 0 263,000 0 263,000
26290 |FISH_William's syndrome Amniotic Fluid |FISH 598 CZ967 0 0 231,460 0 231,460
28140 |FISH_Wolf-Hirschhorn Hp Blood FISH 598 CZ967 0 0 200,000 0 200,000
26650 |FISH_X/Y Hp Blood FISH 598 CZ967 0 0 210,000 0 252,370 | A
25430 |FISH-Chromosome Hp Blood FISH L1598 CZ967 0 0 210,000 0 210,000
25431 |FISH-Chromosome Amniotic Fluid |FISH 598 CZ967 0 0 210,000 0 210,000
25435 |FISH-Chromosome (AF) Amniotic Fluid |FISH 598 CZ967 0 0 160,000 0 160,000
65580 |FK-506 (HPLC) EDTA Blood HPLC L+450LFH(4) |CX375696 54251 34,400 34,400 54251 35,430 35,430 | A
65581 FK-506 (LC-MS/MS) EDTA Blood LC/MS/MS L+450LFH4) |CX375696 542.51 34,400 34,400 54251 35,430 35430 A
65582 |FK-506 (MEIA) EDTA Blood MEIA Lt450LFH2) |C4504390 238.27 15,110 15,110 243.15 15,880 15,880 | A
26245 FLT3 ITD/TKD EDTA Blood Sequencing =595 CZ634+CZ635 0 0 69,000 0 72,110 | A
11285 |Folate (CLIA) SST Serum CUA L}t254 C2540 221.51 14,040 14,040 221.10 14,440 14,440 A
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25450 |Fragile X EDTA Blood :f:lv:zgme”t 145730F | CY539006 953.51 60,450 60,450 = 95351 | 62,260 | 62,260 | A
27270 [Fragile X LU Z{A} (HH) EDTA Blood  |Southern blot L}598 C5980006 1014.65 64,330 64,330 | 1010.77 66,000 66,000 | A
11040 |Free cholesterol SST Serum Enzyme 0 0 3,500 0 3,660 | A
00765 |Free Cortisol (CLIA) 24hr Urine  |CLIA Lt324L}(5) |C3249 146.11 9,260 9,260 136.38 8,910 8910 v
00766 |Free Cortisol (CLIA) Random Urine | CLIA Lt324L}(5) |C3249 146.11 9,260 9,260 136.38 8,910 8910 v
11090 Free Fatty Acid(NEFA) SST Serum | Enzyme Lt245 C2450 46.96 2,980 2,980 42.76 2,790 2790 | v
25891 |Free Kappa light chain SST Serum HIEHe Lt2377H1) |C2371006 47418 30,060 30,060 474.18 30,960 30,960 A
25896 |Free Kappa light chain Random Urine | H| €t Lt237LH(1) |C2381006 47418 30,060 30,060 474.18 30,960 30,960 A
25615 |Free Lambda light chain SST Serum HIEf L}2377H2) |C2372006 474.18 30,060 30,060 474.18 30,960 30,960 | A
25616 Free Lambda light chain Random Urine | H|EH Lt237L}H(2) |C2382006 47418 30,060 30,060 474.18 30,960 30,960 A
01682 Free PSA (ECLIA) SST Serum  |ECLIA 14321 CX321 173.78 11,020 11,020 173.78 11,350 11,350 | A
01686 Free PSA/PSA ratio(ECLIA) SST Serum  |ECLIA C4280+CX321 0 0 26,300 0 27,100 a
00215 |Free T3 (ECLIA) SST Serum  |ECLIA Lt330 C3300 151.5 9,610 9,610 150.44 9,820 9,820 | A
00225 |Free T4 (ECLIA) SST Serum  |ECLIA Lt334 €3340 170.42 10,800 10,800 171.51 11,200 11,200 | A
00235 |Free thyroxine index SST Serum | A4t L}331+L}33C3310+C3330 0 20,020 20,020 20,550 20,550 | A
01842 free B-hCG SST Serum  |RIA 0 0 23,000 0 24,040 | A
20460 |Fructosamine SST Serum | Colorimetry Lt397 C3970 124.9 7,920 7,920 112.20 7,330 7330 | v
00092 |FSH (ECLIA) SST Serum  |ECLIA L}350 C3500 164.57 10,430 10,430 162.39 10,600 10,600 | A
27330 |FSHD, D4Z4 analysis b Southern blot 0 0 404,000 0 404,000

50960 FTA-ABS IgG SST Serum  |IFA Lt462 C4620006 154.46 9,790 9,790 155.84 10,180 10,180 | A
50961 FTA-ABS IgG CSF IFA Lt462 C4620006 154.46 9,790 9,790 155.84 10,180 10,180 | A
50965 FTA-ABS IgG SST Serum  |IFA Lt462 C4620006 154.46 9,790 9,790 155.84 10,180 10,180 | A
50975 FTA-ABS IgM SST Serum  |EIA Lt462 C4620006 154.46 9,790 9,790 155.84 10,180 10,180 | A
50976 FTA-ABS IgM CSF EIA Lt462 C4620006 154.46 9,790 9,790 155.84 10,180 10,180 | A
50970 FTA-ABS-IgM SST Serum  |IFA Lt462 C4620006 154.46 9,790 9,790 155.84 10,180 10,180 | A
70780 |Fungus Culture Other LH4057}  |B4051 152.96 9,700 9,700 158.13 10,330 10,330 | A
70785 |Fungus Culture & Sensi(G) Other LH405+L+40 B4051+B4061 16850 16850 17760 17,760 | A
12991 |G-1-P Uridyltransferase EDTA Blood Enzyme 337 CZ039 0 0 63,250 0 66,100 | A
10530 G-6-PDH EDTA Blood | Colorimetry Lt274 B2741 110.74 7,020 7,020 103.33 6,750 6750 | v
12992 |Galactokinase EDTA Blood Enzyme 337 CZ038 0 0 57,500 0 60,090 | A
12990 | Galactose-1-Phosphate EDTA Blood  |Enzyme 337 Cz041 0 0 63,250 0 66,100 | A
11700 Galactose™ L Z{ A} Blood Paper 337 CZ0419| 0 0 60,000 0 60,000

12995 Galactosemia EXIZ{AH3Z)  |EDTABlood  |Enzyme 0 0 201,250 0| 210310| a
12996 Galactosemia EXIZ4AH4X)  EDTABlood  |Enzyme 337 CZ038~041 0 0| 258750 0| 270,400 | a
00980 |Gastrin (RIA) SST Serum  |RIA LI345%  |C7345 159.35 10,100 10,100 144.75 9,450 9450 | W
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00981 |Gastrin (RIA) EDTA Plasma |RIA L}345% C7345 159.35 10,100 10,100 144.75 9,450 9450 | Vv
02195 |Gastrin 17 SST Serum ELISA L}345 C3450 171.51 10,870 10,870 159.14 10,390 10390 | Vv
02190 |Gastro-Gastrin 17 SST Serum ELISA L}345 C3450 171.51 10,870 10,870 159.14 10,390 10390 | Vv
50775 |Gastro-H.Pylori IgG SST Serum ELISA L}465 C4650 191.65 12,150 12,150 195.51 12,770 12,770 | A
02011 |Gastro-panel (3%&) SST Serum ELISA L}3622] C36202| 0 44,930 44,930 43,830 43830 | Vv
02200 |Gastro-Panel(4= SST Serum ELISA L}3622] C36202| 0 57,080 57,080 56,600 56,600 Vv
02015 |Gastro-Pepsinogen I SST Serum ELISA L}362 C3620 268.69 17,030 17,030 256.10 16,720 16,720 | Vv
02025 |Gastro-Pepsinogen I SST Serum ELISA L}362 C3620 268.69 17,030 17,030 256.10 16,720 16,720 | Vv
29210 |GATA-1 gene mutation EDTA Blood Sequencing 0 0 210,000 0 210,000

71210 |GBS Culture Other Culture L}4057¢ B4051 152.96 9,700 9,700 158.13 10,330 10,330 | A
71212 |GBS Culture&Sensi(G) Other Culture L}405+L+40B4051+B4061 16850 16850 17760 17,760 | A
29150 |GCH1 gene mutation EDTA Blood Sequencing 595 CZ650 0 0 210,000 0 210,000

29151 |GCH1 gene mutation EDTA Blood Sequencing 595 CZ650 0 0 240,000 0 240,000

12020 |G-CSF SST Serum EIA =Q| 0 0 253,000 0 264,390 | A
65260 |Gentamicin SST Serum FPIA L}450LFH2) |C4504120 238.27 15,110 15,110 243.15 15,880 15,880 A
10905 |GFR (MAIH| o 1}-8) SST Serum Alrt L}375 C3750 0 0 1,380 19.77 1,290 129 | v
00062 |GH (CLIA) SST Serum CLIA L}342 C3420 184.57 11,700 11,700 181.93 11,880 11,880 A
00065 |GH(Urine) Random Urine |EIA =Q| 0 0 63,250 0 66,100 | A
82140 |Giemsa(H.Pylori) Stain Tissue L}553CF C5533 121.67 7,710 7,710 122.36 7,990 7,990 | A
52290 | Gliadin IgG, IgA SST Serum ELISA =Q| 0 0 357,800 0 373,900 | A
10010 |Globulin SST Serum A Ak L}220 2| |C2200 2| 0 0 3,100 0 2970 | v
10011 Globulin Body Fluid Al At L}220+L}23 C2200+C2302 0 0 14,210 0 14,560 | A
01000 |Glucagon (RIA) EDTA Plasma  |RIA L}3445 C7344 172.92 10,960 10,960 165.17 10,790 10,790 | v
10540 |Glucose NaF Plasma Enzyme L3710t C3711 22.25 1,410 1,410 20.32 1,330 1330 | v
10541 |Glucose SST Serum Enzyme L3710t C3711 22.25 1,410 1,410 20.32 1,330 1330 | v
10542 |Glucose 24hr Urine Enzyme L3710t C3711 22.25 1,410 1,410 20.32 1,330 1330 | v
10543 |Glucose Body Fluid Enzyme L3710t C3711 22.25 1,410 1,410 20.32 1,330 1330 | v
10550 |Glucose tolerance test NaF Plasma L3710t C3711 22.25 5,640 5,640 20.32 5,320 5320 | Vv
10720 |Glycoalbumin SST Serum Enzyme 29| 0 0 26,000 0 27,170 | A
01260 |Glycocholic Acid SST Serum RIA =Q| 0 0 26,000 0 27,170 | A
13175 |Glycogen 2 EDTA Blood Photometry 0 0 51,750 0 54,080 A
12030 |GM-CSF Media ELISA =9l 0 0 276,000 0| 288420 A

Supernatant

52150 |Gnathostomiasis Plain Blood ELISA 0 0 20,000 0 20,000

10350 |GOT(AST) SST Serum Enzyme L}257 B2570 26.65 1,690 1,690 25.48 1,660 1660 | Vv
10351 |GOT(AST) Body Fluid Enzyme L}257 B2570 26.65 1,690 1,690 25.48 1,660 1,660 | Vv
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10340  GOT-m SST Serum Protease =2| 0 0 20,700 0 21,630 A
10360 |GPT(ALT) SST Serum Enzyme L}258 B2580 26.62 1,690 1,690 25.24 1,650 1,650 | v
10361 |GPT(ALT) Body Fluid Enzyme L}258 B2580 26.62 1,690 1,690 25.24 1,650 1650 | v
70090 |Gram Stain Other L}4007¢ B4101 20.01 1,270 1,270 20.27 1,320 1,320 A
70100 |Gram Stain Smear Slide Gram stain L4007} B4101 20.01 1,270 1,270 20.27 1,320 1,320 | A
71160 Gram stain (cytospin) Other Lt400Z B4112 22.88 1,450 1,450 23.60 1,540 1,540 A
28070 |GSD1a Mutation Analysis EDTA Blood Sequencing 4562 CY630006 416.68 105,680 105,680 416.68 108,840 108,840 | A
10370 |Guanase SST Serum Enzyme =9| 0 0 14,000 0 14,630 | A
50463 H. influenza CSF Latex L}408 B4080 96.52 6,120 6,120 90.90 5,940 5940 | v
71070 |H. pylori Ag Stool ELISA L}415Ct B4157 245.38 15,560 15,560 245.38 16,020 16,020 A
50770 H. pylori IgG SST Serum ELISA L}465 C4650 191.65 12,150 12,150 195.51 12,770 12,770 | A
50780 |H. pylori IgM SST Serum ELISA L}465 C4650 191.65 12,150 12,150 195.51 12,770 12,770 | A
42380 |H. pylori PCR Tissue PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
65071 |Haloperidol (Haldol) Plain Serum LC/MS/MS L}450Lt(4) |CX375066 54251 34,400 34,400 54251 35,430 35430 A
12060 |Ham's test BEAAH Colorimetry L}120 B1200006 58.67 3,720 3,720 59.35 3,880 3,880 | A
41590 Hantaan Virus Ab SST Serum ICA L}4687} C4681470 164.38 10,420 10,420 149.73 9,780 9780 | Vv
41666 |Hantaan virus Ab = 2k(IFA) SST Serum IFA L}468L}1) |C4682476 263.15 16,680 16,680 266.76 17,420 17,420 | A
41600 Hantaan Virus Ab Titer SST Serum ICA L}4687} C4681470 164.38 10,420 10,420 149.73 9,780 9780 | Vv
27850 |Hantaan Virus PCR SST Serum PCR L}597 A} C5977006 1539.89 97,630 97,630 1567.36 102,350 102,350 | A
41661 |HantaanVirus Ab Titer(IFA) SST Serum IFA L}468L}(1) |C4682476 263.15 16,680 16,680 266.76 17,420 17,420 | A
20180 |Haptoglobin SST Serum TIA L}234 C2340 114.65 7,270 7,270 116.74 7,620 7,620 | A
20181 |Haptoglobin EDTA Plasma  |TIA L}234 C2340 114.65 7,270 7,270 116.74 7,620 7,620 | A
50015 |HAV Ab SST Serum ECLIA L}4867} C4861 177.51 11,250 11,250 172.26 11,250 11,250

50035 HAV genotyping SST Serum Sequencing 0 0 92,000 0 96,140 | A
50025 |[HAV IgM SST Serum ECLIA L}486L} C4862 2619 16,600 16,600 253.05 16,520 16,520 | v
50030 |HAV RT-PCR SST Serum RT-PCR L5962} C5969006 578.72 36,690 36,690 612.12 39,970 39970 | A
50055 |HBc Ab IgM(ECLIA) SST Serum ECLIA L}484Lt C4842 230.69 14,630 14,630 218.08 14,240 14240 | v
50045 |HBc Ab(ECLIA) SST Serum ECLIA L}4847} C4841 192.46 12,200 12,200 197.73 12,910 12910 A
50076 |HBe Ab(ECLIA) SST Serum ECLIA Lt483L} C4832 217.94 13,820 13,820 213.38 13,930 13,930 A
50075 [HBe Ag(ECLIA) SST Serum ECLIA L}482L} C4822 215.68 13,670 13,670 211.55 13,810 13,810 A
01270 |HBNP EDTA Plasma  |CLIA L}368 CZ204 605.25 38,370 38,370 605.25 39,520 39,520 | A
01275 |hBNP EDTA Plasma  |CLIA L}368 CZ204 605.25 38,370 38,370 605.25 39,520 39,520 | A
50116 HBs Ab(ECLIA) SST Serum ECLIA Lt481L} C4812 156.41 9,920 9,920 153.07 10,000 10,000 A
50091 HBs Ab(ICA) SST Serum ICA L4817t C4811 49.45 3,140 3,140 46.28 3,020 3020 v
50115 |HBs Ag(ECLIA) SST Serum ECLIA L}480L} C4802 140.12 8,880 8,880 138.76 9,060 9,060 | A

28/65




AHZo| 2 XY TH 2010'3 $71QHLY

20094 27}

HE 7}

O| 2|7}

20104 =7}

HH It

2009. 01. 01

o| 2|7}

50090 HBs Ag(ICA) SST Serum ICA L}4807F  C4801 41.82 2,650 2,650 39.80 2,600 2,600 | v
50140 HBV DNA (PCR) SST Serum PCR L}5952F | C5954006 385.53 24,440 24,440 386.27 25,220 25220 A
50160 HBV DNA %% (b-DNA) SST Serum b DNA L}485Ct  |C4853006 540.77 34,280 34,280 542.70 35,440 35440 A
50150 HBV DNA EZ& (CMHA) SST Serum CMHA L}485L}  |C4852006 538.86 34,160 34,160 539.81 35,250 35250 A
52178 |HBV DNA ™ ZF(real-timePCR) |SST Serum real time PCR L}4850F | C4854006 894.88 56,740 56,740 894.88 58,440 58,440 A
50180 [HBV DNA Polymerase SST Serum RA =9| 0 0 85,000 0 88,830 | A
50170 HBV DNA Probe BHgd2F (Dot) |SST Serum RIA L}4857}3 |C7485 282.98 17,940 17,940 261.12 17,050 17,050 v
50204 HBV Drug mutation SST Serum Sequencing L}599-17} | €5993006 1666.46/ 105,650 105,650 | 1666.46 | 108,820 | 108,820 A
50190 [HBV Pre core SST Serum PCR-RFLP 0 0 63,250 0 66,100 | A
50195 HBV Pre core(RFMP) SST Serum RFMP 0 0 63,250 0 66,100 | A
01970 hCG (Latex) Random Urine |Latex L}26 B0260 25.12 1,590 1,590 25.51 1,670 1,670 | a
50230 HCV (RT-PCR+Hybrid.) SST Serum RT-PCR+Hybrid  |L}596-17} |C6081006 804.74 51,020 51,020 833.92 54,450 54,450 A
50231 HCV (RT-PCR+Hybrid.) Other RT-PCR+Hybrid  |L}596-17} |C6081006 804.74 51,020 51,020 833.92 54,450 54,450 A
50215 |HCV Ab(EIA) SST Serum EIA L}487L}  C4872 199.8 12,670 12,670 201.29 13,140 13,140 | A
50220 |HCV Ab(RIBA III) SST Serum L}487CF | C4873006 550.43 34,900 34,900 553.50 36,140 36,140 A
50255 HCV Genotype (PCR+hybrid) |SST Serum RT-PCR+Hybrid  |L}596-1L} |CZ961006 1698.27| 107,670 107,670 | 1698.27 | 110,900 | 110,900 A
52365 |HCV Genotype (PCR-RFMP)  |SST Serum RFMP L}596-2 6092006 1704.75/ 108,080 108,080 | 1704.75 | 111,320 | 111,320 A
52360 |[HCV Genotype (Sequencing) |SST Serum Sequencing 0 0 138,000 0 144,210 | A
50241 |[HCV RNA X2 SST Serum real time PCR 4424CF  |C4424006 1127.2 71,460 71,460 | 1127.20 73,610 73,610 A
11100 |HDL-Cholesterol SST Serum Enzyme L}242 C2420 82.74 5,250 5,250 81.98 5,350 5350 | A
20600 |HDL-Cholesterol E.P SST Serum Electrophoresis L}302 B3020006 153.55 9,740 9,740 142.95 9,330 9330 ¥
50265 HDV Ab (IgG) SST Serum EIA 4421 X421 264.37 16,760 16,760 264.37 17,260 17,260 | A
50270 |HDV RT- PCR SST Serum Nested RT-PCR | -598 CZ959 0 0 86,250 0 90,130 | A
70810 Heinz body EDTA Blood L}116 B1160006 30.98 1,960 1,960 32.55 2,130 2130 A
30004 |Hematocrit(Hct) EDTABlood  |RFSETAAMY L}102 B1020 10.53 670 670 10.71 700 700 A
51855 hemavision 28% Bone Marrow  |PCR 0/ 497,500 497,500 526,220 | 526,220 | A
26440 |Hemochromatosis, HFE gene |EDTA Blood  |Sequencing H562AF | CY627006 416.68 105,680 105,680 416.68 | 108,840 | 108,840 A
10730 |Hemoglobin Alc EDTA Blood  |TIA L}3820F  C3825 102.02 6,470 6,470 102.58 6,700 6,700 A
20490 |Hemoglobin E.P EDTA Blood  |Electrophoresis L}307 B3070006 94.59 6,000 6,000 97.47 6,360 6,360 A
30003 |Hemoglobin(Hb) EDTA Blood  |XFSE A A Lt101 B1010 16.73 1,060 1,060 16.85 1,100 1,100 | a
65590 Hemopexin SST Serum SRID 29| 0 0 46,000 0 48,070 A
70040 Hemosiderin Random Urine |7 Lt7 B0070 27.46 1,740 1,740 27.47 1,790 1,790 | a
30910 Hepaplastin SC Plasma 29| 0 0 12,000 0 12,540 A
30660 |Heparin SC Plasma Mgt g2 =Q| 0 0 27,000 0 28,220 | A
65420 'Heroin Random Urine |ICA L}4507H2) | C4502390 130.9 8,300 8,300 124.57 8,130 8130 v
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50790 |Heterophil Ab SST Serum 3 L}4707} C4701 82.23 5,210 5,210 81.86 5,350 5350 A
50280 HEV Ab IgG SST Serum EIA 44227} CY431 175.99 11,160 11,160 175.99 11,490 11490 | A
50290 HEV Ab IgM SST Serum EIA 44220} CY432 175.99 11,160 11,160 175.99 11,490 11490 | A
50300 HEV RT- PCR SST Serum Nested RT-PCR L}5962} C5969006 578.72 36,690 36,690 612.12 39,970 39970 | A
10380 |Hexosaminidase A Hp Blood Fluorometry 1326 CZ326 0 0 57,000 0 57,000

12997 |[HGPRT enzyme test EDTA Blood Enzyme 0 0 115,000 0 120,180 | A
50310 [HGV RT-PCR SST Serum Nested RT-PCR 598 CZ958 0 0 69,000 0 72,110 | A
42525 |HHV-8 PCR Block PCR L}595H} CY561006 384.04 24,350 24,350 384.04 25,080 25,080 | A
12080 |Hippuric acid Random Urine |HPLC L}451LF3) |CY373030 3994 25,320 25,320 399.40 26,080 26,080 | A
65600 |Histamine EDTA Plasma  |EIA =9 0 0 100,580 0 105,110 | A
51670 |Histone Ab SST Serum EIA 44430} CY450006 616.68 39,100 39,100 616.68 40,270 40,270 | A
50806 |Histoplasma Ab Confirm SST Serum CF =9 0 0 270,000 0 282,150 | A
50805 |Histoplasma Ab Screen SST Serum ELISA =9| 0 0 187,550 0 195990 | A
41335 |HIV Ab (CMIA) SST Serum CMIA L4710t C4712 122.19 7,750 7,750 124.88 8,150 8,150 | A
41337 |HIV Ab (Stem cell) Stem cell CMIA L4710t C4712 122.19 7,750 7,750 124.88 8,150 8,150 | A
42260 HIV Ag(AIDS Ag) SST Serum ELFA 4394 CX394 188.85 11,970 11,970 188.85 12,330 12330 | A
42404 HIV RNA ek EDTA Plasma |real time PCR 4396 CY396006 23101 146,460 146,460 2310.10 150,850 150,850 | A
42391 HIV RT-PCR ™M SST Serum Nested RT-PCR L}597 X} C5979006 1608.27| 101,960 101,960 1669.92 109,050 109,050 | A
42410 HIV-I PCR EDTA Blood Nested RT-PCR L}597 X} C5979006 1608.27| 101,960 101,960 1669.92 109,050 109,050 | A
41360 |HIV-I(W.B) SST Serum Western blot =Q| 0 0 270,000 0 282,150 | A
41370 |HIV-II(W.B) SST Serum Western blot =Q| 0 0 300,000 0 313,500 | A
25470 |HLA A Typing (High) EDTA Blood PCR-SBT 14494L} CY916006 3459.57| 219,340 219,340 3459.57 225,910 225910 | A
26360 HLA A Typing (Low) EDTA Blood PCR-SSP 44947} CY915006 2320.24 147,100 147,100 2320.24 151,510 151,510 | A
26361 HLA A Typing (Low) Bone Marrow |PCR-SSP 44947} CY915006 2320.24 147,100 147,100 2320.24 151,510 151,510 | A
25497 HLA A,B =€ 20| Al1X} EDTA Blood PCR-SBT 14494L} CY916006 3459.57| 438,680 438,680 3459.57 451,820 451,820 | A
25499 |HLA A,B,C,DR =81 40 EDTA Blood PCR-SBT 14494L} CY914006 2| 0/ 842,400 842,400 867,630 867,630 | A
25480 |HLA B Typing (High) EDTA Blood PCR-SBT 14494L} CY916006 3459.57| 219,340 219,340 3459.57 225,910 225910 | A
26370 HLA B Typing (Low) EDTA Blood PCR-SSP 44947} CY915006 2320.24 147,100 147,100 2320.24 151,510 151,510 | A
26371 |HLA B Typing (Low) Bone Marrow |PCR-SSP 44947} CY915006 2320.24| 147,100 147,100 2320.24 151,510 151,510 | A
25500 |HLA B27-PCR EDTA Blood PCR 44957} CY917006 563.99 35,760 35,760 563.99 36,830 36,830 A
25510 |HLA B51 typing EDTA Blood DNA Typing =597 CZ909 0 0 46,000 0 48,070 | A
25490 HLA C Typing (High) EDTA Blood PCR-SBT H494Lt CY916006 3459.57| 219,340 219,340 3459.57 225,910 225910 | A
26380 |HLA C Typing (Low) EDTA Blood PCR-SSP 44947} CY915006 2320.24| 147,100 147,100 2320.24 151,510 151,510 | A
26381 HLA C Typing (Low) Bone Marrow |PCR-SSP 44947} CY915006 2320.24| 147,100 147,100 2320.24 151,510 151,510 | A
25498 HLA C,DR Z=¥ 50| 4|2X} EDTA Blood  |PCR-SBT 14494L} | CY914006 2 0 403,720 | 403,720 415,810 | 415810 | A
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27720 |HLA DPA1 Typing(High) EDTA Blood PCR-SBT 0 0 250,000 0 250,000

27710 |HLA DPB1 Typing(High) EDTA Blood PCR-SBT 0 0 250,000 0 250,000

26390 |HLA DQ Typing (Low) EDTA Blood PCR-SSP 44927} CY911006 19734 125,110 125,110 1973.40 128,860 128,860 A
26391 |HLA DQ Typing (Low) Bone Marrow |PCR-SSP 44927} CY911006 19734 125,110 125,110 1973.40 128,860 128,860 A
25520 |[HLA DQAL1 (Low) EDTA Blood PCR-SSP 44927} CY911006 19734 125,110 125,110 1973.40 128,860 128,860 A
25521 |HLA DQA1 Typing(High) EDTA Blood PCR-SBT H4492L} CY912006 2908.15 184,380 184,380 2908.15 189,900 189,900 A
25530 |[HLA DQB1 (Low) EDTA Blood PCR-SSP 44927} CY911006 19734 125,110 125,110 1973.40 128,860 128,860 A
25535 |HLA DQB1 Typing (High) EDTA Blood PCR-SBT H4492Lt CY912006 2908.15 184,380 184,380 2908.15 189,900 189,900 A
25550 |HLA DR Typing (Low) EDTA Blood PCR 44937} CY913006 19734 125,110 125,110 1973.40 128,860 128,860 A
25551 |HLA DR Typing (Low) Bone Marrow |PCR 44937} CY913006 19734 125,110 125,110 1973.40 128,860 128,860 A
25560 |HLA DR Typing(High) EDTA Blood PCR-SBT 4493Lt CY914006 2908.15 184,380 184,380 2908.15 189,900 189,900 A
25570 HLA RA(DRB1*0405) EDTA Blood DNA Typing 4496 CX496006 1206.58 76,500 76,500 1206.58 78,790 78,790 A
29280 |HMBS gene mutation EDTA Blood Sequencing 0 0 420,000 0 420,000

26890 THNPP, PMP22 gene mutation |EDTA Blood Southern blot 595 CZ616 0 0 316,000 0 316,000

01055 [HOMA of insulin resistance S48 Al At L3412 C3410¢| 0 0 12,410 0 12,800 | A
12090 |Homocysteine SST Serum Enzyme 133 CZ133 0 0 23,000 0 24,040 A
12091 |Homocysteine EDTA Plasma  |Enzyme 133 CZ133 0 0 23,000 0 24,040 | A
01590 |Homogentistic acid Random Urine |GC/MSD 0 0 92,000 0 96,140 A
01990 |HPL(Human Plasental Lactogen SST Serum Latex =9| 0 0 63,250 0 66,100 | A
42430 |HPV 16 2H & PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 A
42480 HPV 16 2H & PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 A
42440 HPV 18 2H & PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 A
42490 HPV 18 2H & PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 A
42450 HPV DNA Chip 2H & DNA Chip L}595-2 C5959006 698.13 44,260 44,260 698.13 45,590 45590 | A
42457 HPV DNA Chip(Tissue) Tissue DNA Chip L}595-2 C5959006 698.13 44,260 44,260 698.13 45,590 45590 | A
42455 |HPV genotyping(microarray) |&H& L}595-2 C5959006 698.13 44,260 44,260 698.13 45,590 45590 | A
42420 HPV Screening 2H & PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 A
42470 HPV Screening 2H & PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 A
42425 HPV Screening (Tissue) Tissue PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 A
42460 HPV Screening (Type 16,18) |&2H|& L}t5950¢ C5956006 396.83 50,320 50,320 403.21 52,660 52,660 | A
26170 |[HSALP SST Serum Enzyme 0 0 6,000 0 6,270 | A
42155 |HSV culture Other Shell Vial Culture |L}416 B4160006 53251 33,760 33,760 546.65 35,700 35,700 | A
41380 |HSV IgG SST Serum ELISA Lt468L}(1) |C4682466 263.15 16,680 16,680 266.76 17,420 17,420 | A
41381 |HSV IgG CSF ELISA Lt468L}(1) |C4682466 263.15 16,680 16,680 266.76 17,420 17,420 | A
41390 |HSV IgM SST Serum ELISA Lt468L}(2) |C4683466 258.09 16,360 16,360 259.16 16,920 16,920 | A

31/65



|0

|2 XEF 20104 4 7}ok

20094 =7}

9|Z| 7}

20104 =7}

HH It

2009. 01. 01

O| 2|7}

41391 HSV IgM CSF ELISA L468L}(2) |C4683466 258.09 16,360 16,360 259.16 16,920 16,920 | A
43541 HSV Type 1 IgM SST Serum |IFA 29| 0 0 42,000 0| 43890  a
43540 HSV Type 1/2 IgM SST Serum IFA =2| 0 0 84,000 0 87,780 | A
41440 HSV Type 2 IgG SST Serum EIA L468LF(1) |C4682466 263.15 16,680 16,680 266.76 17,420 17,420 | A
41441 HSV Type 2 IgG CSF EIA L468LF(1) |C4682466 263.15 16,680 16,680 266.76 17,420 17,420 | A
43542 HSV Type 2 IgM SST Serum IFA =9| 0 0 42,000 0 43,890 | A
42520 |HSV type 6 DNA(PCR) SST Serum PCR =2| 0 0 402,500 0 420,610 | A
42521 HSV type 6 DNA(PCR) CSF PCR =9| 0 0 402,500 0 420,610 | A
43580 HSV Type 6 IgG SST Serum IFA =Q| 0 0 170,000 0 177,650 | A
42500 HSV Type I(PCR) EDTA Blood PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
42510 HSV Type II(PCR) EDTA Blood PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
41420 HSV Type I (NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
41421 HSV Type I (NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
43080 HSV type I1gG SST Serum EIA L468L}(1) |C4682466 263.15 16,680 16,680 266.76 17,420 17,420 | A
43081 HSV type I1gG CSF EIA L468L}(1) |C4682466 263.15 16,680 16,680 266.76 17,420 17,420 | A
41430 HSV TypeIl (NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 | A
41431 HSV TypeIl (NT) CSF Neutralization =Q| 0 0 60,000 0 62,700 | A
41460 |HTLV-1(W.B) SST Serum Western blot =Q| 0 0 172,500 0 180,260 | A
41475 |HTLV-I/II Ab (EIA) SST Serum  |EIA L}468LH1) |C4682596 26315 16,680 16680 | 266.76 | 17,420 17,420 a
41476 |HTLV-I/II Ab (EIA) CSF EIA L}468LH1) |C4682596 26315 16,680 16680 | 266.76 | 17,420 17,420 a
41477 |HTLV-I/II Ab (EIA) EDTA Plasma | EIA L}468LH1) |C4682596 26315 16,680 16680 | 266.76 | 17,420 17,420 a
01810 |Hu autoantibodies SST Serum Western blot =Q| 0 0 747,500 0 781,140 A
01811 |Hu autoantibodies CSF Western blot =Q| 0 0 747,500 0 781,140 A
25605 |Huntington's disease EDTA Blood :::Iv:zgme”t 145737} |CY531006 95351 60450 60450 | 953.51 62,260 62,260 A
00861 [HVA HzF (Plasma) EDTA Plasma  |GC/MSD H225L} CY251006 310.2 19,670 19,670 310.20 20,260 20,260 | A
00865 HVA ™HzKHPLC) 24hr Urine HPLC H225L} CY251006 310.2 19,670 19,670 310.20 20,260 20,260 | A
00866 HVA ™HzkHPLC) Random Urine |HPLC H225L} CY251006 310.2 19,670 19,670 310.20 20,260 20,260 | A
00860 |HVA dZk(Plasma) EDTA Plasma |HPLC =9| 0 0 40,250 0 42,060 | A
12105 |Hyaluronic Acid SST Serum TIA 43457}(3) |CY343 339.91 21,550 21,550 33991 22,200 22,200 | A
12106 |Hyaluronic Acid Joint Fluid SBPA =9| 0 0 66,000 0 68,970 A
12107 |Hyaluronic Acid Body Fluid SBPA =9| 0 0 66,000 0 68,970 A
12120 |Hydroxyproline Free 24hr Urine HPLC 244 CZ244 0 0 103,500 0 108,160 | A
12110 |Hydroxyproline Total 24hr Urine HPLC 244 CZ244 =2 0 0 88,000 0 115,000 | A
65521 |1 Plain Blood LC/MS/MS

13020 |1.C Hyperbilirubinemias 24hr Urine HPLC =9| 0 0 253,000 0 264,390 A
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20190 IAP SST Serum Nephelometry =9| 0 0 126,530 0 132,220 | A
12130 |ICTP(type I collagen) SST Serum RIA =9| 0 0 69,000 0 78,110 A
20200 [IgA SST Serum TIA L}228L} C2282 132.8 8,420 8,420 135.23 8,830 8,830 | A
20201 [IgA EDTA Plasma |TIA L}228L} C2282 132.8 8,420 8,420 135.23 8,830 8,830 | A
20210 |Igb SST Serum SRID L}2282} C2284 131.28 8,320 8,320 132.95 8,680 8,680 A
60003 |IgE (ECLIA) SST Serum ECLIA L}229 C2290 229.25 14,530 14,530 232.23 15,160 15,160 A
62585 |IgE MAST-4|0]/d 42& SST Serum Immunoblot assay | L}232 C2320006 1332.06 84,450 84,450 1336.58 87,280 87,280 A
62595 |IgE MAST-Z Y 42 SST Serum Immunoblot assay |L}232 C2320006 1332.06 84,450 84,450 1336.58 87,280 87,280 | A
62640 |IgE_Clam:F207 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60290 |IgE- U 1 & K CHil:E79 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
60380 |IgE-A.Tenuis:M6 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
62740 |IgE-Abalone:F346 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60350 |IgE-Acacia:T19 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
60360 |IgE-Acarus Siro:D70 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
61180 IgE-Alder:T2 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
62990 |IgE-Alkalase:RK205 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
60370 \IgE-Almond:F20 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
62860 \IgE-Amoxycilloyl:C6 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
62850 |IgE-Ampicilloyl:C5 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60390 |IgE-Anisakis:P4 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60400 |IgE-Apple:F49 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60410 |IgE-Ascaris:P1 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
60420 IgE-Asp.Fumigatus:M3 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60440 |IgE-Avocado:F96 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
60450 |IgE-Bahia Grass:G17 SST Serum FEIA =Q| 0 0 20,000 0 20,900 A
60460 |IgE-Bamboo sprout:F51 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60480 \IgE-Banana:F92 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60490 |IgE-Barley:F6 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60500 |IgE-Beech:T5 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60510 \IgE-Beef:F27 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
62460 |IgE-Beer Yeast:F45 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60530 |IgE-Bermuda Grass:G2 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60105 |IgE-Birch:T3 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60560 |IgE-Blue Mussel:F37 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
63000 |IgE-Botrytis cinerea:M7 SST Serum FEIA =Q| 0 0 20,000 0 20,900 A
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61530 |IgE-Box Elder:T1 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
60570 |IgE-Brazil Nut:F18 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
63090 |IgE-Broccoli:F256G SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
62630 |IgE-Broccoli:F260 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60590 |IgE-Buckwheat:F11 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60640 |IgE-C.pityrosporum:M70 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
63140 |IgE-Cabbage:F216 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
60620 |IgE-Cacao:F93 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62870 |IgE-Cafaclor:C7 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60630 |IgE-Candida Albicans:M5 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60650 |IgE-Carrot:F31 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60670 |IgE-Casein:F78 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60685 |IgE-Cat Epithelium:E1 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60690 |IgE-Celery:F85 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60700 |IgE-Cheddar Cheese:F81 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
60710 \IgE-Chicken meat:F83 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60720 |IgE-Chiken Feathers:E85 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
62900 |IgE-Chymopapain:C209 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60750 |IgE-Cl.Herbarum:M2 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60775 |IgE-Cockroach:16 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60790 | IgE-Coconut:F36 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
60800 |IgE-Codfish:F3 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61300 \IgE-Common millet:F55 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60820 |IgE-Common Ragweed:W1 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60830 |IgE-Common Reed:G7 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
61500 |IgE-Corn:F8 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60840 |IgE-Cottonwood:T14 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60850 |IgE-Cow Dander:E4 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
60860 |IgE-Crab:F23 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60905 |IgE-D.Farinae:D2 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62930 |IgE-D.microceras:D3 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
63070 |IgE-D.pteronys.:D1G SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
60915 |IgE-D.Pteronyssinus:D1 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60920 |IgE-Dandelion:W8 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60935 |IgE-Dog dander:E5 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
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60950 |IgE-Duck Feathers:E86 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60980 |IgE-Echinococcus:P2 SST Serum FEIA =9| 0 0 20,000 0 20,900 A
60995 |IgE-Egg White:F1 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
61005 |IgE-Egg Yolk:F75 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62800 |IgE-Egg:F245 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
60160 |IgE-EIm:T8 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
61020 |IgE-English Plantain:W9 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
61040 |IgE-Ethylene oxide:K78 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
61050 |IgE-Eucalyptus:T18 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62660 |IgE-False ragweed:W4 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
62730 |IgE-Fire Ant:I70 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
63051 |IgE-Food Mix:Fx1 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
63052 |IgE-Food Mix:Fx10 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
63050 |IgE-Food Mix:Fx5e SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
63053 |IgE-Food Mix:Fx74 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62970 |IgE-Formaldehyde:K80 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61610 IgE-Foxtail Millet:F56 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
62700 |IgE-Fusariummoniliforme:M9 |SST Serum FEIA =Q| 0 0 20,000 0 20900 A
61200 |IgE-G.Pig Epithelium:E6 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61100 |IgE-Garlic:F47 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
62890 |IgE-Gelatin bovine:C74 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61090 |IgE-Giant Ragweed:W3 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61110 \IgE-Gluten:F79 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61130 \IgE-Goat Epithelium:E80 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
62960 |IgE-Goat milk:RF300 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
63120 |IgE-Goat milk:RF300 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61150 \IgE-Goldenrod:W12 SST Serum FEIA =9| 0 0 20,000 0 20,900 A
61160 \IgE-Goose Feathers:E70 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61170 |IgE-Grape fruit:F209 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
62680 |IgE-Grape:F259 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
63100 |IgE-Grape:F259G SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61210 IgE-H.halodes:M8 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61220 |\IgE-Hamster epithelium:E84  |SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61240 \IgE-Hazel Nut:F17 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
61230 \IgE-Hazel:T4 SST Serum FPIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
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61250 \IgE-Honey Bee Venom:I1 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
61260 IgE-Horse Dander:E3 SST Serum FEIA =2| 0 0 20,000 0 20,900 | A
60300 |IgE-Horse mackerel:F60 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
61270 |IgE-House dustl:H1 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
61280 |IgE-House dust2:H2 SST Serum FEIA =2| 0 0 20,000 0 20,900 | A
61310 |IgE-Insulin Bovine:C71 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
62880 |IgE-Insulin human:C73 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
61320 |IgE-Insuline Porcine:C70 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
61330 |IgE-Isocyanate HDI:K77 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61340 |IgE-Isocyanate MDI:K76 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61345 |IgE-Isocyanate MDI:K76-RIA  |SST Serum IRMA L}231F2 |C7231 208.09 13,190 13,190 222.88 14,550 14,550 A
61350 |IgE-Isocyanate TDI:K75 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61355 |IgE-Isocyanate TDI:K75-RIA SST Serum IRMA L}231F2 |C7231 208.09 13,190 13,190 222.88 14,550 14,550 A
61470 |IgE-Ispaghula:K72 SST Serum FEIA = 9| 0 0 20,000 0 20,900 A
61360 |IgE-Japanes cedar:T17 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61370 |IgE-Japanese hop:W22 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62540 |IgE-Japanese linden:T24 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
60470 |IgE-Japanese millet: F57 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
61380 |IgE-Johnson Grass:G10 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
61390 |IgE-June Kentucky blue:G8 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61415 |IgE-Kiwi:F84 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61120 |IgE-L.Destructor:D71 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61430 |IgE-Lamb's Quarters:W10 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
61440 |IgE-Latex:K82 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61460 IgE-Lobster:F80 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61490 |IgE-Mackerel:F50 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61510 |IgE-Malt:F90 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
61520 \IgE-Mango:F91 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61540 \IgE-Marguerite:W7 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
61550 \IgE-Meadow Fescue:G4 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
61560 |IgE-Meadow Foxtail:G16 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
61580 \IgE-Melon:F87 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 A
61590 |IgE-Mesquite(RIA):T20 SST Serum IRMA L}231F2 |C7231 208.09 13,190 13,190 222.88 14,550 14,550 A
61630 |IgE-Midge(d=):17 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
62790 |IgE-Milk,boiled:F231 SST Serum FEIA =Q| 0 0 20,000 0 20,900 | A
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61605 |IgE-Milk:F2 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62750 |IgE-Mix grass pollen:Gx2 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62820 |IgE-Mix house dust:Hx2 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62770 |IgE-Mix tree pollen:Tx5 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61625 |IgE-Mold Cheese:F82 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62760 |IgE-Mold mix:Mx1 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61640 \IgE-Mosquito(<):171 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61650 \IgE-Moth:I8 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
61660 |IgE-Mountain Juniper:T6 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
61670 \IgE-Mouse epithelium:E88 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
62650 |IgE-Mucor racemosus:M4 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61680 |IgE-Mugwort:W6 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61700 |IgE-Mustard:F89 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
61420 \IgE-Mutton:F88 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
61715 |IgE-Nettle:W20 SST Serum =Q| 0 0 20,000 0 20900 A
61720 |IgE-Oak:T7 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61740 \IgE-Oat Pollen:G14 SST Serum FEIA =Q| 0 0 20,000 0 20900 A
61730 |IgE-Oat:F7 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
61750 |IgE-Octopus:F59 SST Serum FEIA =Q| 0 0 20,000 0 20,900 A
61760 |IgE-Olive:T9 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
63150 \IgE-Omega-5 Gliadine:F416 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61770 |IgE-Onion:F48 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61780 |IgE-Orange:F33 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61790 |IgE-Orchard Grass:G3 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62710 |IgE-Oyster:F290 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61810 |IgE-P.Wasp Venom:I4 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60890 |IgE-Pacific Squid:F58 SST Serum FEIA =Q| 0 0 20,000 0 20,900 A
61820 |IgE-Parrot droppings:E77 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
61830 |IgE-Parrot feathers:E78 SST Serum FEIA =Q| 0 0 20,000 0 20,900  a
61840 |IgE-Parsley:F86 SST Serum FEIA =Q| 0 0 20,000 0 20,900 A
61195 |IgE-Pea:F12 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61850 |IgE-Peach:F95 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61860 |IgE-Peanut:F13 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61870 |IgE-Pear:F94 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61880 |IgE-Pecan:T22 SST Serum FEIA =Q| 0 0 20,000 0 20,900 A
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61890 |IgE-Penicillium notatum:M1  |SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61900 |IgE-Penicilloyl G:C1 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61910 |IgE-Penicilloyl V:C2 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
63130 |IgE-PHAD(Phadiatop) SST Serum FEIA 113 CZ113 0 0 40,000 0 41,800 A
62010 IgE-Phthalic anhydride:K79 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
61940 |IgE-Pigeon Droppings:E7 SST Serum FEIA = 9| 0 0 20,000 0 20,900 | A
62670 |IgE-Pine nuts:F253 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62620 |IgE-Pineapple:F210 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61955 |IgE-Pistachio:F203 SST Serum FEIA = 9| 0 0 20,000 0 20,900 | A
61960 |IgE-Plaice:F254 SST Serum FEIA = 9| 0 0 20,000 0 20,900 | A
61970 |IgE-Pork:F26 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61980 |IgE-Potato:F35 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62920 |IgE-Protamine:RC207 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
61990 |IgE-Pumpkin:F225 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62000 |IgE-Rabbit epithelium:E82 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62780 |IgE-Rat epithelium:E73 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
60320 |IgE-Rat epithelium:E87 SST Serum FEIA = 9| 0 0 20,000 0 20,900 | A
62020 |IgE-Red top Grass:G9 SST Serum FEIA = 9| 0 0 20,000 0 20,900 | A
63010 |IgE-Rhizo.nigricans:M11 SST Serum FEIA = 9| 0 0 20,000 0 20,900 | a
62050 |IgE-Rice:F9 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
61920 \IgE-Rye Grass:G5 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62090 |IgE-Rye Pollen(RIA):G12 SST Serum IRMA Lt231F2 |C7231 208.09 13,190 13,190 222.88 14,550 14,550 | A
62080 |IgE-Rye:F5 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62100 |IgE-Sadine:F61 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62110 |IgE-Salmon:F41 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62135 |IgE-Sesame Seed:F10 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62140 |IgE-Sheep epithelium:E81 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
62170 \IgE-Sheep Sorrel:W18 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
62150 |IgE-Shrimp:F24 SST Serum FEIA L231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62160 |IgE-Silk:K74 SST Serum FEIA L231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62185 |IgE-Soybean:F14 SST Serum FEIA L231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62190 |IgE-Spinach:F214 SST Serum FEIA = 9| 0 0 20,000 0 20,900 | A
63040 |IgE-Squid:RF258 SST Serum FEIA = 9| 0 0 20,000 0 20,900 | A
63060 |IgE-Stemphylium B.:M10 SST Serum FEIA = 9| 0 0 20,000 0 20,900 | A
62210 |IgE-Strawberry:F44 SST Serum FEIA Lt231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
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62230 \IgE-Sweat Vernal:G1 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
62240 |IgE-Sweet potato:F54 SST Serum FEIA =2| 0 0 20,000 0 20,900 A
62250 |IgE-Swine Epithelium:E83 SST Serum FEIA =9| 0 0 20,000 0 20,900 | A
62260 |IgE-Sycamore:T11 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62270 |IgE-T.Putre Scentiae:D72 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62910 |IgE-T.toxoid:C208 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62280 |IgE-Timothy Grass:G6 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62300 \IgE-Tomato:F25 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62840 |IgE-Tree mixture:Tx9 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62720 |IgE-Trichophyton:M205 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62320 |IgE-Tuna:F40 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
63110 |IgE-Tuna:F40G SST Serum FEIA =Q| 0 0 20,000 0 20900 A
62950 |IgE-Turkey meat:F284 SST Serum FEIA = 2| 0 0 20,000 0 20,900 | A
62330 |IgE-Velvet Grass(RIA):G13 SST Serum IRMA L2312 |C7231 208.09 13,190 13,190 222.88 14,550 14,550 | A
62350 |IgE-Walnut pollen:T10 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62810 \IgE-Walnut:F256 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62940 |IgE-Walnut:F256G SST Serum FEIA =Q| 0 0 20,000 0 20900 A
63030 \IgE-Weed Mix:Wx5 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62360 \IgE-Western Ragweed:W2 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62380 |IgE-Wheat Pollen:G15 SST Serum FEIA =Q| 0 0 20,000 0 20,900 A
62370 \IgE-Wheat:F4 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62390 \IgE-White Ash:T15 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62410 \IgE-White bean:F15 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62400 IgE-White faced hornet:12 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
60960 |IgE-White Pine:T16 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62430 |IgE-Willow:T12 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62440 \IgE-Wormwood:W5 SST Serum FEIA =Q| 0 0 20,000 0 20,900 A
62830 |IgE-Yellow hornet:I5 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62480 |IgE-Yellow J.WaspVenom:I3 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62495 |IgE-alactoalbumin:F76 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
62505 |IgE-BLactoglobulin:F77 SST Serum FEIA L}231 C2310 196.74 12,470 12,470 205.85 13,440 13,440 | A
01295 |IGFBP-3 (CLIA) SST Serum CLIA 4231 CX231 345.13 21,880 21,880 345.13 22,540 22,540 A
20220 1gG SST Serum TIA L}2287} C2281 132.59 8,410 8,410 134.92 8,810 8,810 | A
20221 1gG CSF TIA L}2287} C2281 132.59 8,410 8,410 134.92 8,810 8,810 | A
20225 |IgG, Low Conc CSF TIA L}2287} C2281 132.59 8,410 8,410 134.92 8,810 8,810 | A
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20230 [IgG I Subclass SST Serum SRID 41817t BY181 183.11 11,610 11,610 183.11 11,960 11,960 | A
20240 IgGIO Subclass SST Serum SRID 4181Lt BY182 183.11 11,610 11,610 183.11 11,960 11,960 | A
20250 [IgGIISubclass SST Serum SRID 4181cCt BY183 183.11 11,610 11,610 183.11 11,960 11,960 | A
20260 [IgGIVSubclass SST Serum SRID 41812} BY184 183.11 11,610 11,610 183.11 11,960 11,960 | A
25885 |IgH gene rearrangement Block PCR+Hybridization |L}595-1C} |C6029006 639.74 40,560 40,560 668.68 43,660 43,660 | A
20270 IgM SST Serum TIA L}228Ct C2283 132.82 8,420 8,420 135.26 8,830 8,830 | A
20271 |IgM Hp Plasma TIA L}228LC} C2283 132.82 8,420 8,420 135.26 8,830 8,830 | A
65621 |Imipramine Plain Blood LC/MS/MS L}450Lt(4) |CX375696 542.51 34,400 34,400 542.51 35,430 35,430 | A
51700 |Immune Complex(clq) SST Serum ELISA =Q| 0 0 55,000 0 57,480 A
51710 Immune Complex(RF) SST Serum  |EIA 29| 0 0 55,000 0 57,480 | A
26190 Immuno CD117 Block L}557 C5575006 470.02 29,800 29,800 466.94 30,490 30,490 | A
20621 |Immuno E.P (24h urine) 24hr Urine Electrophoresis L}308Lt B3083006 430.73 27,310 27,310 439.56 28,700 28,700 | A
20625 |Immuno E.P (IgG,M,A,D,E) SST Serum Electrophoresis L}3087¢ B3081006 379.1 24,030 24,030 385.86 25,200 25,200 | A
20623 |Immuno E.P (Random urine) |Random Urine |Electrophoresis L}308Lt B3083006 430.73 27,310 27,310 439.56 28,700 28,700 | A
20620 Immuno E.P (Serum) SST Serum Electrophoresis L}3087¢ B3081006 379.1 24,030 24,030 385.86 25,200 25,200 | A
20626 |Immuno E.P(IgG,M,A,D,E)(U) |Random Urine |Electrophoresis L}3087¢ B3081006 379.1 24,030 24,030 385.86 25,200 25,200 | A
20611 Immuno Fixation EP Random Urine |Electrophoresis L}308Lt3= |B3084006 569.15 36,080 36,080 584.69 38,180 38,180 | A
20610 Immuno Fixation EP (Serum) |SST Serum Electrophoresis L}3087}3 |B3082006 503.16 31,900 31,900 517.20 33,770 33,770 | A
20228 Immunoglobulin G Index SST Serum | Ak 0 0 31,370 0 32,510 A
26565 Immunoglobulin heavy chain Tissue i";‘;t:;:;tion L}598CF  C5983006 98231 62,280 62,280 | 962.26 | 62,840 | 62,840 A
80650 Immunohistochemistry Smear Slide L}557 C5575006 470.02 29,800 29,800 466.94 30,490 30,490 | A
70820 |India ink prep. CSF L4401 B4010 31.03 1,970 1,970 29.12 1,900 1900 | v
70821 |India ink prep. Other L4401 B4010 31.03 1,970 1,970 29.12 1,900 1900 | v
10060 |Indirect Bilirubin SST Serum 7| A L}372 C3720+C3721 0 0 2,740 0 2610 | v
10061 |Indirect Bilirubin Capillary A A LI372 Q| C3720 Q| 0 0 2,740 0 2610 | v
30330 |Indirect Coombs SST Serum Column L}204Lt+3 |B2042006 3472 2,200 2,200 34.96 2,280 2,280 | A
12150 |Indocyanine Green2 4 & SST Serum Colorimetry L}399Lt (C3992006 572.5 36,300 36,300 572.50 37,380 37,380 | A
12140 |Indocyanine Green®{ X|| & SST Serum Colorimetry L}3997¢ (C3991006 381.69 24,200 24,200 381.69 24,920 24920 | A
42165 Influenza A Culture Other Shell Vial Culture  |L}416 B4160006 53251 33,760 33,760 546.65 35,700 35,700 | A
42288 Influenza A(HIN1) PCR HERERE lwidmerc LIS97 |C6095006 160827 101,960 101960 | 1669.92 109,050 109,050 A
42175 |Influenza B Culture Other Shell Vial Culture |L}416 B4160006 53251 33,760 33,760 546.65 35,700 35,700 | A
42280 |Influenza virus A & B Ag Sputum DFA Lt+469 C4690596 202.85 25,720 25,720 203.10 26,520 26,520 | A
42281 |Influenza virus A Ag Sputum DFA Lt+469 C4690596 202.85 12,860 12,860 203.10 13,260 13,260 | A
42282 |Influenza virus B Ag Sputum DFA Lt+469 C4690596 202.85 12,860 12,860 203.10 13,260 13,260 | A
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41490 |Influenza virus Type A(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
41491 |Influenza virus Type A(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
41510 |Influenza virus Type A(HI) SST Serum HI =2| 0 0 15,000 0 15,680 | A
41511 |Influenza virus Type A(HI) CSF HI =2| 0 0 15,000 0 15,680 | A
41500 |Influenza virus Type B(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
41501 |Influenza virus Type B(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
41520 |Influenza virus Type B(HI) SST Serum HI =2| 0 0 15,000 0 15,680 | A
41521 Influenza virus Type B(HI) CSF HI = 9| 0 0 15,000 0 15,680 | A
01864 |Inhibin-A SST Serum CLIA L}369 CZ211 350.82 22,240 22,240 350.82 22,910 22910 | A
01025 |Insulin (ECLIA) SST Serum ECLIA L}341 C3410 173.45 11,000 11,000 175.61 11,470 11,470 | A
01026 |Insulin (ECLIA) EDTA Plasma |ECLIA L}341 C3410 173.45 11,000 11,000 175.61 11,470 11,470 | A
01040 |Insulin Ab(RIA) SST Serum RIA H444% CX745 224.58 14,240 14,240 224.58 14,670 14,670 | A
01050 |Insulin Receptor Ab SST Serum RRA =9| 0 0 310,500 0 324,470 | A
01848 |Integrated 1st_PAPP-A NT SST Serum RIA w212 CZ212 0 0 23,000 0 24,040 | A
51770 |Interleukin 1 R. antagonist EDTA Plasma  |ELISA =Q| 0 0 287,500 0 300,440 A
51860 |Interleukin 10 SST Serum ELISA =9 0 0 287,500 0 300,440 | A
51760 |Interleukin 1 SST Serum ELISA =Q| 0 0 287,500 0 300,440 A
51780 |Interleukin 2 SST Serum ELISA =Q| 0 0 287,500 0 300,440 A
51790 |Interleukin 2 receptor,Solub  |SST Serum ELISA =9| 0 0 287,500 0 300,440 A
51800 Interleukin 3 Media ELISA 29| 0 0 287,500 0| 300440 A
Supernatant
51810 |Interleukin 4 SST Serum ELISA =9| 0 0 287,500 0 300,440 | A
51820 |Interleukin 5 SST Serum ELISA =9| 0 0 287,500 0 300,440 | A
51830 |Interleukin 6 SST Serum ELISA =9| 0 0 287,500 0 300,440 | A
51850 |Interleukin 8 EDTA Plasma  |ELISA =9| 0 0 287,500 0 300,440 | A
51851 | Interleukin 8 Media ELISA 29| 0 287,500 0| 300440 a
Supernatant

13150 |Iodide Random Urine 4234 CX234 8141 5,160 5,160 81.41 5,320 5320 A
30140 |Iron Stain ;‘I’;‘: Marrow g iin Lt118Ct  |B1185006 86.02 5,450 5,450 86.53 5,650 5650 A
12730 |Iron (Fe) SST Serum Colorimetry L}249 C2490 39.52 2,510 2,510 36.95 2,410 2410 | v
12732 |Iron (Fe)(Tissue) Tissue AAS L}t452 C4527990 601.26 38,120 38,120 607.56 39,670 39,670 A
51880 |Islet cell Ab SST Serum IFA L4446 CX446006 134.29 8,510 8,510 134.29 8,770 8770 | A
30370 |Isoagglutinin test SN L+208 B2080006 120.52 7,640 7,640 113.54 7,410 7410 | v
27772 |JAK2 gene exonl2 mutation |EDTA Blood MLPA 0 0 100,000 0 100,000

27770 |JAK2 Gene V617F Mutation Bone Marrow  |Sequencing 595 cze47 0 0 158,000 0 158,000
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27771 JAK2 Gene V617F Mutation Bone Marrow |PCR =596 CZ818 0 0 62,300 0 62,300

27775 |JAK2 V617F mutation EDTA Blood Sequencing =595 cze47 0 0 113,850 0 118,970 | A
41570 | JEV Ab(CF) SST Serum | CF 29| 0 0 15,000 0 15,680 | a
41571 | JEV Ab(CF) CSF CF 29| 0 0 15,000 0 15,680 | a
41580 |JEV Ab(HI) SST Serum  |HI 29| 0 0 15,000 0 15,680 | a
41581 |JEV Ab(HI) CSF HI 29| 0 0 15,000 0 15,680 | a
42530 JEV RT-PCR CSF RT-PCR 29 0 0| 345,000 0| 360530 a
42531 |JEV RT-PCR SST Serum RT-PCR =9| 0 0 345,000 0 360,530 | A
71030 Joint fluid analysis Joint Fluid L}51 B0510 47.54 3,010 3,010 49.02 3,200 3,200 a
71031 Joint fluid analysis Body Fluid L}51 B0510 47.54 3,010 3,010 49.02 3,200 3,200 a
25890 ' Kappa light chain SST Serum  |Nephelometry L}2287F  |C2281 132.59 8,410 8,410 134.92 8,810 8,810 | A
25893  Kappa light chain Random Urine |Nephelometry L}554XF  |C5548 307.9 19,520 19,520 288.58 18,840 18,840 | ¥
29220 |[KCNQ1 (Long QT syndrome) |EDTA Blood  |Sequencing 595 CZ658 0 0| 460,000 0| 460,000

12200 |Ketone body 3£ 2l EDTA Plasma | GC/MSD 14271 CX271006 263.21 16,690 16,690 263.21 17,190 17,190 | a
12201 |Ketone body 322 Random Urine |GC/MSD 14271 CX271006 263.21 16,690 16,690 263.21 17,190 17,190 | a
12210 |Ketone Body 3£ % SST Serum  |GC/MSD 14271 CX271006 263.21 16,690 16,690 263.21 17,190 17,190 | a
12180 |Ketone Body 3F (Arterial) Arterial Serum | Enzyme 29| 0 0 21,000 0 21,950 | a
12190 |Ketone Body 3F (Venous) SST Serum Enzyme =Q| 0 0 18,000 0 18,810 | A
12170 |Ketone body %A Random Urine |Colorimetry L}386 C3860 74.39 4,720 4,720 74.94 4,890 4890 A
12171 |Ketone body 44 SST Serum Colorimetry L}386 C3860 74.39 4,720 4,720 74.94 4,890 4,890 A
81050 Ki-67 (IHC) Tissue ism““"h'““hem's L}557 C5575006 470.02 29,800 29,800 466.94 30,490 30,490 | A
30440 Kidd EoHE A A} 2o Tube L}203 B2030006 81.03 5,140 5,140 77.45 5,060 5060 | W
13060 |KL-6 SST Serum  |ECLIA 29| 0 0 34,000 0 35530 | A
70830 |KOH Mount Other L4000} |B4102 19.42 1,230 1,230 19.38 1,270 1,270 | a
41650 |Korea virus I SST Serum 0 23,200 23,200 22,330 22330 | ¥
41660 |Korea VirusII SST Serum 0 50,740 50,740 52,320 52,320 | a
41663 |Korea VirusII,CSF CSF 0 50,740 50,740 52,320 52,320 | a
27676 |K-ras HH| S HHO| Other Sequencing =595 CZ605 0 0 345,000 0| 360,530 a
27677 |K-ras TR EHHO| Other Sequencing =595 CZ605 0 0 150,000 0 156,750 | A
27672 |K-ras analysis Other £595(11) |CZ605 0 0 62,900 0 62,900

27678 |k-ras gene mutation Block Sequencing 595 CZ605 0 0 130,000 0 130,000

51890 |L.E. Cell Plain Blood | Manual LF112 B1120006 56.68 3,590 3,590 56.12 3,660 3,660 | A
11120 |L/S Ratio Amniotic Fluid | TLC L}55 B0550006 167.84 10,640 10,640 168.65 11,010 11,010 | a
81040 |L26(CD20) (IHC) Tissue i:m“”"h""t“hem's L}557 C5575006 470.02 29,800 29,800 466.94 30,490 30,490 A
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30930 |LAC confirm SCPlasma  |Colorimetry LH71Lt  |B1712006 2917 18,490 18,490 297.97 19,460 19,460 | A
30935 |LAC screen SCPlasma |Colorimetry LH717F  |B1711 18317 11,610 11,610 191.56 12,510 12,510 | a
10740 | Lactic Acid NaF Plasma | Enzyme 143457}4(5) |CY345 33991 21,550 21,550 339.91 22,200 22,200 | A
10741 |Lactic Acid CSF Enzyme 143457}4(5) |CY345 33991 21,550 21,550 339.91 22,200 22,200 | A
25610 |Lambda light chain SST Serum Nephelometry L}2287} C2281 132.59 8,410 8,410 134.92 8,810 8,810 | A
25613 |Lambda light chain Random Urine |Nephelometry L}554 Kt C5548 307.9 19,520 19,520 288.58 18,840 18,840 | v
65780 | Lamotrigine Random Urine LI4507H4) |CX372690 37882 24,020 24,020 378.82 24,740 24740 | A
65781 |Lamotrigine Random Urine LI4507H4) |CX372690 37882 24,020 24,020 378.82 24,740 24740 | A
65782 | Lamotrigine Plain Serum  |HPLC LI4507}3) |CX374690 26287 16,670 16,670 262.87 17,170 17,170 | a
10390 |LAP SST Serum  |Enzyme L}267 B2670 51.62 3,270 3,270 47.87 3,130 3130 | ¥
30380 |LAP Score if.‘;‘;d Smear L}126 B1260006 86.19 5,460 5,460 86.77 5,670 5670 | A
10400 |L-CAT SST Serum  |Enzyme 29| 0 0 27,000 0 28,220 | A
10410 |LDH SST Serum  |Enzyme L}259 B2590 4135 2,620 2,620 36.92 2,410 2410 | v
10411 |LDH Body Fluid  |Enzyme L}259 B2590 4135 2,620 2,620 36.92 2,410 2410 | v
20640 |LDH Isoenzyme SST Serum | Electrophoresis | L}303 B3030006 175.19] 11,110 11,110 175.56 11,460 11,460 | a
20641 |LDH Isoenzyme Body Fluid |Electrophoresis | L}303 B3030006 175.19] 11,110 11,110 175.56 11,460 11,460 | a
11110 |LDL-Cholesterol SST Serum  |Enzyme L}243 C2430 91.04 5,770 5,770 90.26 5,890 5890 | A
00870 |L-Dopa EDTA Plasma  |HPLC 29| 0 0 86,250 0 90,130 | A
12750 |Lead(Pb) ;ZZZEDTA AAS L}452LH2) (C4523630 30223 19,160 19,160 306.17 19,990 19,990 | A
12751 |Lead(Pb) 24hr Urine | AAS L}452L}(2) |C4523630 30223 19,160 19,160 306.17 19,990 19,990 | a
71140 |Legionella Ag Random Urine |ICA LI475LF | C4752996 28542 18,100 18,100 293.16 19,140 19,140 | a
43570 Legionella pneumophiliaPCR  |Sputum PCR L}5950F | C5956006 39683 25,160 25,160 403.21 26,330 26,330 | A
01300 |Leptin SST Serum  |RIA 0 0 34,500 0 36,050 | A
41621 Leptospira Ab Titer(ICA) SST Serum  |ICA LI4667F | C4661020 128.06 8,120 8,120 123.13 8,040 8,040 | W
41611 |Leptospira Ab(ICA) SST Serum  |ICA LI4667F | C4661020 128.06 8,120 8,120 123.13 8,040 8,040 | W
41662 | Leptospirosis(2%lH) SST Serum  |PHA LI4667F | C4661020 128.06 8,120 8,120 123.13 8,040 8,040 | W
41668 | Leptospirosis(PHA) SST Serum  |PHA LI4667F | C4661020 128.06 8,120 8,120 123.13 8,040 8,040 | W
26130 |Leukemia marker study EDTA Blood  |IFA L}512+L}51C512~30006 0 410,990 410,990 424,600 | 424,600 | A
26131 |Leukemia marker study Bone Marrow |IFA L}512+L}51C512~30006 0 410,990 410,990 424,600 | 424,600 | A
26135 |Leukemia marker study Bone Marrow |Flow Cytometry  |L}511~3  |C51110069) 0 481,320 481,320 497,180 | 497,180 | a
00106 |LH (ECLIA) SST Serum  |ECLIA L}348 C3480 159.17| 10,090 10,090 156.51 10,220 10,220 | a
25620 |LHON 11778 EDTA Blood  |PCR-RFLP 14562LF | CY622006 416.68] 26,420 26,420 416.68 27,210 27,210 | A
25630 |LHON 14484 EDTA Blood  |PCR-RFLP 14562LF | CY622006 416.68] 26,420 26,420 416.68 27,210 27,210 | A
26460 |LHON 3460 EDTA Blood  |PCR-RFLP 14562LF | CY622006 416.68] 26,420 26,420 416.68 27,210 27,210 | A
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25640 [LHON 3460,11778,14484 EDTA Blood PCR-RFLP 4562L} CY622006 416.68 73,260 73,260 416.68 81,630 81,630 | A
25645 LHON 3460,4171,11778,14484 |EDTA Blood PCR-RFLP 4562L} CY622006 416.68 105,680 105,680 416.68 108,840 108,840 | A
25635 [LHON 4171 EDTA Blood PCR-RFLP L4 562L} CY622006 416.68 26,420 26,420 416.68 27,210 27,210 A
25646 LHON3460,11778,14484,15257 |EDTA Blood Sequencing 595 CZ609 0 0 166,200 0 166,200

65085 |Lidocaine SST Serum EIA =9| 0 0 75,000 0 78,380 | A
10425 |Lipase SST Serum Colorimetry L}262 B2621 60.67 3,850 3,850 60.41 3,940 3,940 A
10426 |Lipase Body Fluid Colorimetry L}262 B2621 60.67 3,850 3,850 60.41 3,940 3,940 A
11116 Lipid profile SST Serum 7 A L}241 Q| C2411 9| 0 9,940 9,940 10,060 10,060 | A
20650 |Lipoprotein E.P SST Serum Electrophoresis L}301 B3010006 147.07 9,320 9,320 138.58 9,050 9050 | v
20651 |Lipoprotein E.P Body Fluid Electrophoresis Lt301 B3010006 147.07 9,320 9,320 138.58 9,050 9050 | v
20660 |Lipoprotein lipase Hp Plasma ELISA 151 BZ151 =9| 0 0 74,750 0 78110 | A
12860 | Lipoprotein(a) SST Serum TIA L}248 C2480 160 10,140 10,140 160.49 10,480 10,480 | A
71170 |Listeria culture Other Culture L4057} B4051 152.96 9,700 9,700 158.13 10,330 10,330 | A
12765 | Lithium(Li) SST Serum AAS L}452LF(2) |C4523610 302.23 19,160 19,160 306.17 19,990 19,990 | A
29120 |LRRK2 gene mutation EDTA Blood MLPA 595 CZ620 0 0 510,000 0 510,000

26090 Lymphocyte subset 3% EDTA Blood L}512 C5120006 44594 84,810 84,810 447.99 87,750 87,750 | A
26091 Lymphocyte subset 3% Bone Marrow L}512 C5120006 44594 84,810 84,810 447.99 87,750 87,750 | A
26100 [Lymphocyte subset 4% EDTA Blood L}512 C5120006 44594 113,080 113,080 447.99 117,000 117,000 | A
26101 [Lymphocyte subset 4% Bone Marrow L}512 C5120006 44594 113,080 113,080 447.99 117,000 117,000 | A
26110 [Lymphocyte subset 4% EDTA Blood L}512 C5120006 44594 113,080 113,080 447.99 117,000 117,000 | A
26115 |Lymphocyte subset 4% EDTA Blood L}512 C5120006 44594 113,080 113,080 447.99 117,000 117,000 | A
10430 |Lysozyme SST Serum H| EFe 29| 0 0 29,900 0 31,250 | A
71230 |M.h & U.u H|QFQIOFR|ZtAM | Other Culture 14301 BY301+3006 0| 46,040 46,040 47,440 47,440 | a
52130 ' MAG autoantibodies SST Serum ELISA =9| 0 0 633,000 0 661,490 A
25650 |MAGE-H| &/ M X} H AL Sputum Nested RT-PCR L5970} CX565006 1484.87 94,140 94,140 1484.87 96,960 96,960 | A
70840 Malaria z:l‘(’j"ed Smear |\ fanual Lt115 B1150006 44.42 2,820 2,820 45.57 2,980 2980 A
70850 |Malaria (Rapid) EDTA Blood ICA 0 0 23,000 0 24,040 | A
42551 |Malaria P. falciparum PCR EDTA Blood PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
42552 |Malaria P. vivax PCR EDTA Blood PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
42553 |Malaria P.malariae PCR EDTA Blood PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
42554 |Malaria P.ovale PCR EDTA Blood PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
42540 |Malaria PCR EDTA Blood PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
42545 |Malaria PCR 2& EDTA Blood PCR L}5950¢ C5956006 396.83 50,320 50,320 403.21 52,660 52,660 | A
42555 |Malaria PCR 4= EDTA Blood PCR L}5950¢ C5956006 396.83 100,640 100,640 403.21 105,320 105,320 | A
12220 |Mandelic acid Random Urine |HPLC L}451LF(3) [CY373020 3994 25,320 25,320 399.40 26,080 26,080 | A
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12770 Mangane(Mn) ;ZZZEDTA AAS L}452L}(2) |C4523660 30223 19,160 19160 | 30617 | 19,990 | 19,990 | a
12771 Mangane(Mn) 24hr Urine  |AAS L}452LH2) (C4523660 30223 19,160 19,160 306.17 19,990 19,990  a
12772 'Mangane(Mn) Random Urine |AAS L}452LH2) (C4523660 30223 19,160 19,160 306.17 19,990 19,990  a
26910 |Marfan, FBN1 gene mutation |EDTA Blood Sequencing 595 Cz613 0 0 944,000 0 944,000

82110 |Massons Trichrome Stain Tissue L}553LF  |C5532 12167 7,710 7,710 122.36 7,990 7,990 | a
11150 MDA(Malonedialdehyde) EDTA Plasma | Colorimetry 0 0 34,500 0 36,050 | A
65690 [MDMA (Ecstasy) Random Urine |ICA L}4507H2) | C4502390 1309 8,300 8,300 124.57 8,130 8130 | ¥
41680 |Measles virus IgG(ELISA) SST Serum  |ELISA L}468LH1) (C4682486 26315 16,680 16,680 266.76 17,420 17,420 a
41681 |Measles virus IgG(ELISA) CSF ELISA L}468LH1) (C4682486 26315 16,680 16,680 266.76 17,420 17,420 a
41690 |Measles virus IgM(ELISA) SST Serum  |ELISA L}468LH2) (C4683486 25809 16,360 16,360 259.16 16,920 16,920 a
41691 |Measles virus IgM(ELISA) CSF ELISA L}468LH2) (C4683486 25809 16,360 16,360 259.16 16,920 16,920 a
42560 Measles virus RNA CSF Nephelometry 29| 0 0 288000 0| 300960 | a
41720 |Measles virus(NT) SST Serum Neutralization =9Q| 0 0 60,000 0 62,700 | A
41721 Measles virus(NT) CSF Neutralization 29| 0 0 60,000 0 62,700 | A
25660 | MELAS, MT-TL1 Sequencing EDTA Blood Sequencing w595 CZ610 0 0 70,000 0 70,000

26730 [MEN2(FMTC), RET mutation  EDTABlood | Sequencing L}599LF(3) |CY571006 295594 187,410 | 187,410 | 295594 | 193,020 | 193,020 a
26740 [MEN2(MEN2A), RET mutation EDTABlood | Sequencing L}599LF(3) |CY571006 295594 187,410 | 187,410 | 295594 | 193,020 | 193,020 a
26750 [MEN2(MENZ2B), RET mutation EDTABlood | Sequencing L}599LF(3) |CY571006 295594 187,410 | 187,410 | 295594 | 193,020 | 193,020 a
12780 |Mercury(Hg) ;Z;ZEDTA AAS L}452LH2) (C4523640 30223 19,160 19,160 306.17 19,990 19,990 | A
12781 Mercury(Hg) 24hr Urine | AAS L}452LH2) |(C4523640 30223 19,160 19,160 306.17 19,990 19,990 | A
12782 |Mercury(Hg) Random Urine | AAS L}452L}H2) |C4523640 30223 19,160 19,160 306.17 19,990 19,990 | A
51915 MERRF Major Mutation EDTA Blood  |Sequencing =595 Cz611 0 0 50,000 0 50,000

51916 |MERRF, MT-TK sequencing EDTA Blood Sequencing 595 CZ611 0 0 70,000 0 70,000

20520 |Met Hemoglobin EDTA Blood | Oximeter L}3827F  |C3821 51.31 3,250 3,250 50.52 3,300 3,300 | &
00885 | Metanephrine 2F(HPLC) 24hr Urine  |HPLC 14228 0 39340 39,340 40,520 | 40,520 | A
00886 | Metanephrine(HPLC) 24hr Urine  |HPLC 142282} | CY284006 31020 19,670 19,670 310.20 20,260 20,260 | A
00892 | Metanephrine, Total(HPLC) 24hr Urine  |HPLC 142282} | CY284006 31020 19,670 19,670 310.20 20,260 20,260 | A
65430 Methamphetamine 4 Random Urine |ICA L}4507H2) |C4502390 1309 8,300 8,300 124.57 8,130 8130 | ¥
10750 Methanol Random Urine |GC 29| 0 0 148500 0| 155180 a
65640 | Methotrexate(MTX) SST Serum  |FPIA L}450LF2) (C4504130 23827 15110 15,110 243.15 15,880 15,880 | A
12230 |Methylhippuric acid Random Urine |HPLC L}451LH3) |CY373040 3994/ 25,320 25,320 399.40 26,080 26,080 | A
10760 | Methylmalonic Acid Random Urine |GC/MSD 340 CZ340 0 0 34,500 0 36,050 | A
10761 Methylmalonic Acid 24hr Urine GC/MSD w340 CZ340 0 0 34,500 0 36,050 A
10770 |Methylmalonic acid 74 ¥ 24hr Urine GC/MSD 1340 CZ340 0 0 27,200 0 27,200
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10771 |Methylmalonic acid 74 ZF Random Urine |GC/MSD L340 CZ340 0 0 27,200 0 27,200

10772 |Methylmalonic acid 4 ZF EDTA Plasma |GC/MSD 340 CZ340 0 0 27,200 0 27,200

10120 Mg SST Serum Colorimetry L}379Af C3797 27.22 1,730 1,730 25.94 1,690 1690 | v
10121 Mg 24hr Urine Colorimetry L}379A} C3797 27.22 1,730 1,730 25.94 1,690 1690 Vv
10122 Mg Random Urine |Colorimetry L}379Af C3797 27.22 1,730 1,730 25.94 1,690 1690 | Vv
29075 [MGMT gene mutation Block Methylation PCR | =596 CZ815 0 0 180,000 0 180,000

20280 Microalbumin 24hr Urine RIA L}230LE (C7230 164.97 10,460 10,460 146.73 9,580 9580 | v
20281 Microalbumin Random Urine |RIA L}230LE (C7230 164.97 10,460 10,460 146.73 9,580 9580 | Vv
20290 |Microalbumin /4 Random Urine |Strip L}2307} C2301 12.84 810 810 12.12 790 790 | Vv
50841 |Micro-ELISA Test(BF) Body Fluid Micro-ELISA L472LH1) |C4722796 271.93 17,240 17,240 271.19 17,710 17,710 | A
50850 |Micro-ELISA Test(CSF) CSF Micro-ELISA L}472LH1) |C4722796 271.93 17,240 17,240 271.19 17,710 17,710 | A
50840 |Micro-ELISA Test(S) SST Serum Micro-ELISA L}472LH1) |C4722796 271.93 17,240 17,240 271.19 17,710 17,710 | A
51900 |Mitochondrial DNA MELAS EDTA Blood PCR-RFLP L4562Ct CY623006 416.68 79,260 79,260 416.68 81,630 81,630 | A
51910 Mitochondrial DNA MERRF EDTA Blood PCR-RFLP 45622} CY624006 416.68 26,420 26,420 416.68 27,210 27,210 | A
30050 |Mixing Test SC Plasma Clot-based L}177 B1770006 197.66 12,530 12,530 194.23 12,680 12,680 A
26420 |MLH1gene mutation analysis EDTA Blood  |Sequencing LF599LFH?2) |CY711006 5911.54| 374,790 374,790 5911.54 386,020 386,020 | A
30450 |MN E€HSHZA} EDTA Blood  |Tube L}203 B2030006 81.03 5,140 5,140 77.45 5,060 5060 Vv
28060 |MODY3 Mutation Analysis EDTA Blood  |Sequencing 595 CZ644 0 0 365,000 0 365,000

65440 |Morphine Random Urine |ICA L}4507H2) |C4502390 1309 8,300 8,300 124.57 8,130 8130 | Vv
29290 MPS2, IDS gene mutation EDTA Blood Sequencing 595 CZ648 0 0 347,000 0 347,000

30060 |MPV EDTA Blood RsE A LY 0 0 1,400 0 1,460 | A
02090 |MSAFP SST Serum RIA LH421LtE |C7421 167.6 10,630 10,630 164.31 10,730 10,730 | A
01861 |MS-AFP SST Serum RIA LH421LtE |C7421 167.6 10,630 10,630 164.31 10,730 10,730 | A
26430 [MSH2 gene EDTA Blood  |Sequencing L}599LFH2) |CY712006 5911.54| 374,790 374,790 5911.54 386,020 386,020 | A
01862 |MS-hCG SST Serum RIA L}352F C7352 181.82 11,530 11,530 173.76 11,350 11,350 | Vv
27674 MSI Test Other :::Iv:zgme”t 14574 CX574006 2596.61 164,630 | 164,630 | 2596.61 169,560 = 169,560 A
27679 |MSI(Microsatellite) test Block 4574 CX574006 2596.61 164,630 164,630 2596.61 169,560 169,560 | A
01863 |MS-uE3 SST Serum RIA L}3273F C7327 181.59 11,510 11,510 163.31 10,660 10,660 | V¥
29190 MTATP6 (Leigh disease) EDTA Blood Sequencing 0 0 93,000 0 93,000

42606 MTB & NTM PCR Sputum PCR+Hybridization |L}595-17} |C6021006 618.5 39,210 39,210 636.81 41,580 41,580 | A
27265 MTHFR(C677T) EDTA Blood PCR-RFLP L5620} CY628006 416.68 26,420 26,420 416.68 27,210 27,210 | A
27060 [MTHFR(C677T) genotyping EDTA Blood L5620t CY628006 416.68 26,420 26,420 416.68 27,210 27,210 | A
71040 |Mucin clot test Joint Fluid Manual L}54 B0540 11.09 700 700 11.26 740 740 | A
10795 |Mucopolysaccharide 73474 Random Urine L4447} C4441 29.33 1,860 1,860 27.10 1,770 1,770 | v
10780 |Mucopolysaccharidosis M Random Urine L4441} C4442 69.84 4,430 4,430 66.37 4,330 4330 | v
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10790 |Mucopolysaccharidosis 2%l E4A4H w321 CZ033 0 0 232,000 0 232,000

20310 /Mucoprotein SST Serum =2| 0 0 165,000 0 172,430 | A
60040 |Multi Allergens-Epidermals SST Serum FEIA =9| 0 0 35,000 0 36,580 | A
60050 |Multi Allergens-Food child SST Serum FEIA =9| 0 0 35,000 0 36,580 | A
60060 |Multi Allergens-Foods SST Serum FEIA =9| 0 0 35,000 0 36,580 | A
60070 |Multi Allergens-Grasses SST Serum FEIA =9| 0 0 35,000 0 36,580 | A
60080 |Multi Allergens-Molds SST Serum FEIA =9| 0 0 35,000 0 36,580 | A
60090 |Multi Allergens-Weeds SST Serum FEIA =9| 0 0 35,000 0 36,580 | A
42180 | Mumps Culture Random Urine |Culture L}416 B4160006 532.51 33,760 33,760 546.65 35,700 35,700 A
41730 Mumps virus IgG (ELISA) SST Serum ELISA L}468LH1) |C4682506 263.15 16,680 16,680 266.76 17,420 17,420 | A
41731 Mumps virus IgG (ELISA) CSF ELISA L}468LH1) |C4682506 263.15 16,680 16,680 266.76 17,420 17,420 | A
41740 | Mumps virus IgM (ELISA) SST Serum ELISA L468L}(2) |C4683506 258.09 16,360 16,360 259.16 16,920 16,920 A
41741 'Mumps virus IgM (ELISA) CSF ELISA L}468LH?2) |C4683506 258.09 16,360 16,360 259.16 16,920 16,920 A
42590 |Mumps virus RNA(RT-PCR) CSF RT-PCR =Q| 0 0 402,500 0 420,610 | A
41750 |Mumps virus(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
41751 |Mumps virus(CF) CSF CF =Q| 0 0 15,000 0 15,680 A
41760 |Mumps virus(HI) SST Serum HI =9| 0 0 15,000 0 15,680 | A
41761 |Mumps virus(HI) CSF HI =9| 0 0 15,000 0 15,680 | A
41770 |Mumps virus(NT) SST Serum Neutralization =Q| 0 0 15,000 0 15,680 | A
41771 |Mumps virus(NT) CSF Neutralization =Q| 0 0 15,000 0 15,680 | A
80695 |Muscle Biopsy Tissue 0 0 77,580 0 77,580

50870 |Mycoplasma Ab SST Serum PA L}4747} C4741820 73.52 4,660 4,660 69.03 4,510 4510 | v
50871 |Mycoplasma Ab Body Fluid PA L}4747} C4741820 73.52 4,660 4,660 69.03 4,510 4510 | v
42620 Mycoplasma genitalium PCR |2H|Z PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
71190 |Mycoplasma hominis culture |Other Culture 43017} BY301006 363.17 23,020 23,020 363.17 23,720 23,720 | A
42630 |Mycoplasma hominis PCR Other PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
52300 |Mycoplasma pneumoniae IgG [SST Serum EIA L}474L11) |C4742826 204.59 12,970 12,970 205.72 13,430 13,430 A
52310 |Mycoplasma pneumoniae IgM [SST Serum EIA L}474L12) |C4743826 203.84 12,920 12,920 204.59 13,360 13,360 | A
52311 |Mycoplasma pneumoniae IgM |CSF EIA L}474L42) |C4743826 203.84 12,920 12,920 204.59 13,360 13,360 | A
42640 |Mycoplasma pneumoniae PCR |Sputum PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
01325 |Myelin basic protein CSF EIA 428 CzZ428 =Q| 0 0 180,000 0 240,350 | A
01330 |Myoglobin SST Serum CLIA L}384L} C3842 231.19 14,660 14,660 232.25 15,170 15,170 | A
01331 |Myoglobin Random Urine |CLIA L}384L} C3842 231.19 14,660 14,660 232.25 15,170 15,170 | A
01340 |Myosin light chain 1 SST Serum EIA =Q| 0 0 62,000 0 64,790 | A
25681 |Myotonic Muscular Dystroph |EDTA Blood Southern blot L}5987} C5980006 1014.65 64,330 64,330 1010.77 66,000 66,000 | A
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25680 |Myotonic Muscular Dystrophy [EDTA Blood ~ |PCR L{573+L}59 CY539006+C59870 0| 123,130 123,130 125,710 125,710 | A
71082 |N. gonor Culture&Sensi(G) Other Culture L}405+L+40B4051+B4061 16850 16850 17760 17,760 | A
71080 |N. gonorrhoeae Culture Other Culture L}4057¢ B4051 152.96 9,700 9,700 158.13 10,330 10,330 | A
42650 |N. gonorrhoeae PCR 2HE PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
50464 N. meningitis CSF Latex L}408 B4080 96.52 6,120 6,120 90.90 5,940 5940 | Vv
65090 |N-Acethylprocainamide SST Serum EIA =9| 0 0 68,000 0 71,060 A
65091 |N-Acethylprocainamide Hp Plasma EIA =9 0 0 68,000 0 71,060 A
12240 |N-acetyl-aspartic acid Random Urine |GC/MSD 0 0 57,500 0 60,090 | A
10450 INAG 24hr Urine Colorimetry =Q| 0 0 24,150 0 25,240 | A
10451 INAG Random Urine |Colorimetry =9Q| 0 0 24,150 0 25,240 | A
01600 INCC-ST-439 SST Serum EIA =Q| 0 0 52,900 0 55,280 | A
11685 |Neonatal Biotinidase Blood Paper  |FIA 333 CZ333 0 0 23,000 0 24,040 | A
00240 |Neonatal Free T4 Blood Paper  |EIA L}334 C3340 17042 10,800 10,800 171.51 11,200 11,200 | A
11705 |Neonatal GALT Blood Paper  |FIA 337 CZ039 0 0 23,000 0 24,040 | A
11717 |Neonatal HVA Urine Paper EIA 42257} CY250 0 0 0 85.45 5,580 5580 | A
00250 |Neonatal T4 Blood Paper  |FIA L}333 C3330 164.46 10,430 10,430 164.39 10,730 10,730 | A
11716 |Neonatal VMA Urine Paper  |EIA L}321L}(2) |C3213 0 0 0 211.71 13,820 13,820 | a
00260 |Neonatal-TSH Blood Paper  |FIA L}336 C3360 21044 13,340 13,340 215.39 14,060 14,060 | A
12250 |Neopterin SST Serum HPLC =Q| 0 0 161,000 0 168,250 | A
12251 |Neopterin Random Urine |HPLC =Q| 0 0 161,000 0 168,250 | A
11715 |Neuroblastoma Test(Screen) |Urine Paper EIA L}321+1422/C3213+CY250 0 18,500 18,500 19,400 19,400 A
27781 |Neurofibromatosis,NF1 gene |EDTA Blood Sequencing 595 CZ629 0 0| 1,001,000 0 | 1,001,000

27780 |Neurofibromatosis,NF2 gene |EDTA Blood Sequencing 595 CZ598 0 0 636,000 0 636,000

27782 |Neurofibromatosis,NF2 gene |EDTA Blood Sequencing 595 CZ598 0 0 363,000 0 363,000

30021 |Neutrophil Seg EDTABlood  |RFSETAAY  |L}1097}  |B1091 25.56 1,620 1,620 25.53 1,670 1,670 A
12792 |Nickel(Ni) Trace Serum | AAS LF452L}H2) |C4523990 302.23 19,160 19,160 306.17 19,990 19,990 | a
11981 |Nicotine ™z (P) Hp Plasma GC/MSD =Q| 0 0 120,000 0 176,000 | A
11982 |Nicotine HZF (U) Random Urine |GC/MSD =Q| 0 0 120,000 0 176,000 | A
11300 |Nicotinic acid(Niacin) Hp Blood Bioassay 29| 0 0 270,000 0 282,150 | A
65280 |Nitrazepam SST Serum HPLC =9| 0 0 50,000 0 52,250 | A
12270 |N-methyl formamide(NMF) Random Urine |GC/MSD L}451LF(3) |CY373060 3994 25,320 25,320 399.40 26,080 26,080 | A
65740 |N-methylacetamide(NMAC) Random Urine |GC/MSD L}451LF(3) |CY373290 3994 25,320 25,320 399.40 26,080 26,080 | A
27540 INMP22 Random Urine |ELISA 4322Ct CY323 283.39 17,970 17,970 283.39 18,510 18,510 | A
25790 |N-myc SN PCR L}5980¢ (5988006 987.56 62,610 62,610 970.13 63,350 63,350 | A
30150 Nonspecific esterase stain ;‘I’;‘s Marrow I stain Lt118HF  |B1188006 85.01 5,390 5,390 85.01 5,550 5550 A
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30151 Nonspecific esterase stain Z‘I‘;‘:’ Smear | ctain L}118H}  |B1188006 85.01 5,390 5,390 85.01 5,550 5,550 | A
26960 Noonan Syndrome, PTPN11 EDTA Blood Sequencing 595 CZ621 0 0 306,000 0 306,000

00845 | Norepinephrine(HPLC) 24hr Urine HPLC 14228Lt  |CY282006 310.2 19,670 19,670 310.20 20,260 20,260 A
00846 | Norepinephrine(HPLC) EDTA Plasma  |HPLC 14228Lt  |CY282006 310.2 19,670 19,670 310.20 20,260 20,260 A
00887 | Normetanephrine(HPLC) 24hr Urine HPLC 142280+  |CY285006 310.2 19,670 19,670 310.20 20,260 20,260 A
65661 Nortriptyline Plain Blood  |LC/MS/MS LF450LH4) [ CX375696 54251 34,400 34,400 542.51 35,430 35430 A
01615 NSE (ECLIA) SST Serum ECLIA Lt431 C4310 309.04 19,590 19,590 309.76 20,230 20,230 | a
70501 INTM Sensitivity (Zs1&3]) 23 L}06LC}H?2) |B4064 501.36 31,790 31,790 522.61 34,130 34130 A
01350 |NT-pro BNP SST Serum ECLIA L}368-2  CZ208 608.98 38,610 38,610 608.98 39,770 39,770 | A
12280 NTx Random Urine |ELISA L}393-1 |C3931 212.18 13,450 13,450 199.17 13,010 13,010 ¥
12281 NTx 24hr Urine ELISA L}393-1 |C3931 212.18 13,450 13,450 199.17 13,010 13,010 ¥
30180 |Oil red stain ;‘I’;‘ee Marrow g ain L}1180F  |B1189006 84.57 5,360 5,360 84.36 5,510 5510 | A
20320 |Oligoclonal IgG band CSF Electrophoresis | 14182 BX182006 215.52 13,660 13,660 215.52 14,070 14,070 | a
29110 |OPA1 gene mutation EDTA Blood  |Sequencing 595 CZ691 0 0| 1,060,000 0 | 1,060,000

65450 Opiates Random Urine |CLIA L}4507H2) |C4502390 130.9 8,300 8,300 124.57 8,130 8130 | Vv
12290 Organic Acid Random Urine |GC/MSD L4345Ct | CY348006 333325/ 211,330 | 211,330 | 3333.25 | 217,660 | 217,660 A
12310 |Orotic acid 24hr Urine Spectrophotometry |L43457}6) CY349 339.91 21,550 21,550 339.91 22,200 22,200 | A
12320 | Osmolality SST Serum | Osmometer L}380 C3800 53.27 3,380 3,380 53.70 3,510 3510 A
12321 | Osmolality 24hr Urine Osmometer L}380 C3800 53.27 3,380 3,380 53.70 3,510 3,510 A
12322 |Osmolality Random Urine |Osmometer L}380 C3800 53.27 3,380 3,380 53.70 3,510 3510 | A
12330 Osmotic fragility 227N Tube Lt113 B1131006 87.53 5,550 5,550 88.79 5,800 5800 A
01925 |Osteocalcin (ECLIA) SST Serum ECLIA L}363 C3630 173.26 10,980 10,980 175.33 11,450 11,450 | A
30470 |Other blood typing EDTA Blood | Tube L}203 B2030006 81.03 5,140 5,140 77.45 5,060 5060 WV
29240 |Others A Other PCR+Hybridization |L}595-1C} |C6029006 639.74 40,560 40,560 668.68 43,660 43,660 | A
10800 | Oxalic acid 24hr Urine Enzyme 339 CZ339 0 0 41,400 0 43,260 | A
65460 |Oxcarbazepine & Metabolite [SST Serum HPLC L}450L}(3) |CX374690 262.87 16,670 16,670 262.87 17,170 17,170 | A
00120 Oxytocin M887| €& |RIA w201 Cz201 29| 0 0 92,000 0 96,140 A
25840 |p53 exon 4(LOH) Tissue PCR-RFLP L5967} CZ804 0 0 92,000 0 96,140 A
30690 PAI-1 SC Plasma ELISA L{80L} BY802 170.91 10,840 10,840 170.91 11,160 11,160 | a
10245 |Pancreatic Amylase SST Serum Enzyme L{261L}  |B2612 54.28 3,440 3,440 53.98 3,520 3,520 A
10246 |Pancreatic Amylase Random Urine |Enzyme L{261L}  |B2612 54.28 3,440 3,440 53.98 3,520 3,520 A
29005 | PANK2 gene mutation EDTA Blood Sequencing 0 0 222,000 0 222,000

01630 PAP SST Serum  |CLIA L}429 C4290 198.93 12,610 12,610 178.88 11,680 11,680 | ¥
01631 PAP 2H|2 CLIA Lt429 C4290 198.93 12,610 12,610 178.88 11,680 11,680 | ¥
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01841 PAPP-A SST Serum RIA 212 CZ212 0 0 23,000 0 24,040 | A
42195 |Parainfluenza culture Other Shell Vial Culture  |L}416 B4160006 532,51 33,760 33,760 546.65 35,700 35,700 | A
43560 Parainfluenza V. Ag(DFA) Other DFA L}469 C4690596 202.85 12,860 12,860 203.10 13,260 13,260 | A
41810 |Parainfluenza V. Type 1(HI) SST Serum HI =9| 0 0 15,000 0 15,680 | A
41811 |Parainfluenza V. Type 1(HI) CSF HI =2| 0 0 15,000 0 15,680 | A
41820 |Parainfluenza V. Type 2(HI) SST Serum HI =2| 0 0 15,000 0 15,680 | A
41821 |Parainfluenza V. Type 2(HI) CSF HI =2| 0 0 15,000 0 15,680 | A
41830 |Parainfluenza V. Type 3(HI) SST Serum HI =9| 0 0 15,000 0 15,680 | A
41831 |Parainfluenza V. Type 3(HI) CSF HI =9| 0 0 15,000 0 15,680 | A
41840 |Parainfluenza V. Type 4(HI) SST Serum HI =9| 0 0 15,000 0 15,680 | A
41841 Parainfluenza V. Type 4(HI) CSF HI = 9| 0 0 15,000 0 15,680 | A
52190 | Paraneoplastic antibody SST Serum IFA 422-4 CZ422-4 0 0 93,000 0 93,000

52191 | Paraneoplastic antibody CSF IFA 422-4 CZ422-4 0 0 93,000 0 93,000

12345 |Paraquat Random Urine |HPLC L}50LFH3) | CX374040 262.87 16,670 16,670 262.87 17,170 17,170 | A
12340 |Paraquat (Gramoxone) SST Serum HPLC L}450L}H3) |CX374040 262.87 16,670 16,670 262.87 17,170 17,170 | A
29130 PARK2 gene mutation EDTA Blood Sequencing 595 CZ620 0 0 610,000 0 610,000

65623 Paroxetine Plain Serum  |LC/MS/MS L}450 CX375696 542.51 34,400 34,400 542.51 35,430 35430 | A
42660 |Parvo virus B19 DNA SST Serum PCR L}595LF  C5952006 387.6 24,570 24,570 389.38 25,430 25430 A
41780 Parvo virus B19 IgG SST Serum ELISA L}468LH1) |C4682596 263.15 16,680 16,680 266.76 17,420 17,420 | A
41781 Parvo virus B19 IgG Body Fluid ELISA L}468LH1) |C4682596 263.15 16,680 16,680 266.76 17,420 17,420 | A
41790 |Parvo virus B19 IgM SST Serum ELISA L}468L}H?2) C4683596 258.09 16,360 16,360 259.16 16,920 16,920 A
41791 Parvo virus B19 IgM Body Fluid ELISA L}468L}H?2) C4683596 258.09 16,360 16,360 259.16 16,920 16,920 | A
30160 PAS Stain ;‘I’;‘: Marrow I in L}1180F  |B1187006 85.6 5,430 5,430 85.90 5,610 5610 | A
30161 PAS Stain S:I‘;‘;d SMear gain L}1180r  |B1187006 85.6 5,430 5,430 85.90 5,610 5610 | A
82100 | PAS Stain Tissue L}553CF  (C5533 12167 7,710 7,710 122.36 7,990 7,990 A
30070 |PCT EDTA Blood  |XFSEHTA A 0 0 1,400 0 1,460 | A
30080 PDW EDTABlood  |XFSETAAE  |L}123 B1230 5.79 370 370 5.80 380 380 | A
31085 |PEG Coombs Anti IgG EDTA Blood L}204LEZ  B2048106 63.16 4,000 4,000 67.38 4,400 4400 a
02016 Pepsinogen I SST Serum ELISA L}362 C3620 268.69 17,030 17,030 256.10 16,720 16,720 | V¥
02026 |Pepsinogen II SST Serum ELISA L}362 C3620 268.69 17,030 17,030 256.10 16,720 16,720 | V¥
02030 |Pepsinogen I/II SST Serum CLEIA =9| 0 0 58,000 0 60,610 | A
30170 |Peroxidase stain :I’;‘s Marrow gy ain L}1182F  |B1186006 84.27 5,340 5,340 83.92 5,480 5480 | A
30171 | Peroxidase stain ;'IC;Z" Smear giain L}1183F |B1186006 84.27 5,340 5,340 83.92 5,480 5480 | A
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65470 |Phencyclidine 44 Random Urine |ICA L}4507F2) |C4502390 1309 8,300 8,300 124.57 8,130 8130 | Vv
65290 |Phenobarbital SST Serum FPA L}450Lt(2) |C4504020 238.27 15,110 15,110 243.15 15,880 15,880 A
12805 |Phenol Random Urine |GC/MS L}451LF(3) |CY373290 3994 25,320 25,320 399.40 26,080 26,080 | A
65300 |Phenytoin SST Serum FPA L}450Lt(2) |C4504050 238.27 15,110 15,110 243.15 15,880 15,880 A
65310 |Phenytoin,Free SST Serum FPIA L}450LFH2) |C4504050 238.27 15,110 15,110 243.15 15,880 15,880 A
10130 |Phosphate(Pi) SST Serum Colorimetry L}3792} C379%4 19.21 1,220 1,220 17.62 1,150 1,150 | v
10131 |Phosphate(Pi) 24hr Urine Colorimetry L}3792} C3794 19.21 1,220 1,220 17.62 1,150 1,150 | v
10132 Phosphate(Pi) Random Urine |Colorimetry L}3792} C3794 19.21 1,220 1,220 17.62 1,150 1,150 | v
01070 |Phospholipase A2 SST Serum RIA = 9| 0 0 107,000 0| 111,820 a
11160 Phospholipid SST Serum Enzyme L}244L} C2442 42.28 2,680 2,680 37.92 2,480 2480 | Vv
11161 Phospholipid Body Fluid Enzyme L}244L} C2442 42.28 2,680 2,680 37.92 2,480 2480 | Vv
11720 Phytanic acid EDTA Plasma |GC/MSD w332 CZ332 0 0 80,500 0 84,120 A
30700 |PIC TEST SC Plasma =9| 0 0 40,000 0 41,800 | A
01640 |PIVKA-2 SST Serum EIA 478 BX078 170.91 10,840 10,840 170.91 11,160 11,160 | A
01641 |PIVKA-2 EDTA Plasma  |EIA 478 BX078 170.91 10,840 10,840 170.91 11,160 11,160 | A
20530 |Plasma Hb EDTA Plasma | Colorimetry L}383 C3830 4918 3,120 3,120 49.62 3,240 3240 A
30710 |Plasminogen SC Plasma Colorimetry L}1887¢ B1881 150.14 9,520 9,520 154.95 10,120 10,120 | A
30005 |Platelet EDTA Blood s A LY L+106 B1060 12.66 800 800 12.81 840 840 | A
51920 |Platelet Associated Ab EDTA Blood  |IFA L}502L} C5022006 237.66 15,070 15,070 242.40 15,830 15,830 A
25710 |PML-RARa (nested RT-PCR) EDTA Blood Nested RT-PCR L}597LC} C5973006 1544.19 97,900 97,900 1573.83 102,770 102,770 | A
25712 |PML-RARa (nested RT-PCR) Bone Marrow |Nested RT-PCR L}597LC} C5973006 1544.19 97,900 97,900 1573.83 102,770 102,770 | A
25713 |PML-RARa (real-time PCR) EDTA Blood real time PCR 596 CzZ807 0 0 138,000 0 144210 | A
25714 |PML-RARa (real-time PCR) Bone Marrow |real time PCR 596 CZ807 0 0 138,000 0 144,210 | A
71150 |Pneumococcal Ag Random Urine |ICA L}475L} C4752996 285.42 18,100 18,100 293.16 19,140 19,140 A
41880 | Pneumocystis carinii Ag Sputum DFA L}475L} C4752996 285.42 18,100 18,100 293.16 19,140 19,140 A
42670 | Pneumocystis carinii PCR Sputum PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
26160 |PNH test EDTA Blood H42L} BY422006 429.94 54,520 54,520 429.94 56,160 56,160 A
26165 |PNH test EDTA Blood L}512 C5120006 44594 56,540 56,540 447.99 58,500 58,500 A
41910 |Poliovirus Type 1(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
41911 |Poliovirus Type 1(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
42010 |Poliovirus Type 1(NT) SST Serum Neutralization 29| 0 0 60,000 0 62,700 | A
42011 |Poliovirus Type 1(NT) CSF Neutralization =9| 0 0 60,000 0 62,700 | A
41920 |Poliovirus Type 2(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
41921 |Poliovirus Type 2(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
42020 |Poliovirus Type 2(NT) SST Serum Neutralization =9| 0 0 60,000 0 62,700 | A
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42021 |Poliovirus Type 2(NT) CSF Neutralization =2| 0 0 60,000 0 62,700 A
41930 |Poliovirus Type 3(CF) SST Serum CF =2| 0 0 15,000 0 15,680 A
41931 |Poliovirus Type 3(CF) CSF CF =2| 0 0 15,000 0 15,680 A
42030 |Poliovirus Type 3(NT) SST Serum Neutralization =9 0 0 60,000 0 62,700 | A
42031 |Poliovirus Type 3(NT) CSF Neutralization =2| 0 0 60,000 0 62,700 A
42205 | Polyomavirus culture BAL fluid Culture L}416 B4160006 532.51 33,760 33,760 546.65 35,700 35,700 A
42685 |Polyomavirus(BK) PCR QN EDTA Plasma |real time PCR 598 CZ966 0 0 98,000 0 98,000

42686 |Polyomavirus(BK) PCR QN Random Urine |real time PCR 598 CZ966 0 0 98,000 0 98,000

42680 |Polyomavirus(BK,JC) PCR EDTA Blood Nested PCR L 563 A} CY059006 497.16 31,520 31,520 497.16 32,460 32,460 A
42681 |Polyomavirus(BK,JC) PCR BAL fluid Nested PCR L 563 A} CY059006 497.16 31,520 31,520 497.16 32,460 32,460 A
11770 |Porphobilinogen 4 2 Random Urine |Spectrophotometry |L}389L}(2) |C3893 172.9 10,960 10,960 175.41 11,450 11,450 | A
11771 |Porphobilinogen 4 2 24hr Urine Spectrophotometry |L}389L}(2) |C3893 172.9 10,960 10,960 175.41 11,450 11,450 | A
11760 |Porphobilinogen /d Random Urine |Colorimetry L}3897¢ C3891 11.59 730 730 11.03 720 720 | v
25730 |post-BMT EDTA Blood 4571LF1) CY575006 2596.64 164,630 164,630 2596.64 169,560 169,560 | A
25731 |post-BMT Bone Marrow 4571LF1) CY575006 2596.64 164,630 164,630 2596.64 169,560 169,560 | A
25737 |post-BMT EDTA Blood 4571LF1) CY575006 2596.64 164,630 164,630 2596.64 169,560 169,560 | A
10140 |Potassium(K) SST Serum ISE L}379L} C3792 19.26 1,220 1,220 18.33 1,200 1,200 v
10141 |Potassium(K) 24hr Urine ISE L}379L} C3792 19.26 1,220 1,220 18.33 1,200 1,200 v
10142 |Potassium(K) Random Urine |ISE L}379L} C3792 19.26 1,220 1,220 18.33 1,200 1,200 v
25690 |PRA class I identification SST Serum L}522L} C5222006 1293.88 82,030 82,030 1299.13 84,830 84,830 | A
26265 |PRA class I screening SST Serum ELISA L}5227¢ C5221006 725.68 46,010 46,010 735.02 48,000 48,000 | A
25695 |PRA classII identification SST Serum ELISA L}522LF C5222006 1293.88 82,030 82,030 1299.13 84,830 84,830 | A
26266 |PRA classII screening SST Serum Enzyme L}5227¢ C5221006 725.68 46,010 46,010 735.02 48,000 48,000 | A
25746 |Prader-Willi syndrome EDTA Blood Methylation PCR | =596 CZ832 0 0 152,000 0 152,000

25747 |Prader-Willi/Angelman EDTA Blood Methylation PCR | =596 CZ832 0 0 73,000 0 73,000

20330 |Prealbumin SST Serum TIA L}221-1 C2215 141.42 8,970 8,970 144.60 9,440 9,440 | A
25720 |pre-BMT E524% 457171) CY573006 3739.19| 237,060 237,060 3739.19 244,170 244,170 | A
25725 |pre-BMT E4A4% DNA Typing 45717}1) CY573006 3739.19| 237,060 237,060 3739.19 244,170 244,170 | A
25727 |pre-BMT E4H 45717}1) CY573006 3739.19| 237,060 237,060 3739.19 244,170 244,170 | A
00480 |Pregnanediol(Urine) 24hr Urine GC =Q| 0 0 75,000 0 78380 | A
00490 |Pregnanetriol 24hr Urine GC 194 CZ198 =Q| 0 0 105,000 0 109,730 | A
00500 |Pregnenolone SST Serum RIA 29| 0 0 138,000 0 144210 | A
65320 |Primidone SST Serum HPLC L}450L}(3) |CX374690 262.87 16,670 16,670 262.87 17,170 17,170 | A
65100 |Procainamide SST Serum FPIA =9| 0 0 80,500 0 84,120 | A
01890 |Procalcitonin SST Serum EIA 115 Cz115 0 0 45,000 0 45,000
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12360 |Procollagen I peptide SST Serum RIA =9| 0 0 57,500 0 60,090 A
00512 |Progesterone (ECLIA) SST Serum ECLIA L}346 C3460 159.01 10,080 10,080 155.72 10,170 10,170 | A
01081 |Proinsulin SST Serum RIA =206 CZ206 0 0 28,000 0 29,260 A
00133 |Prolactin (ECLIA) SST Serum ECLIA L}351 C3510 169.83 10,770 10,770 168.16 10,980 10,980 | A
65110 |Propranolol SST Serum HPLC =9| 0 0 85,000 0 88,830 | A
65111 |Propranolol Hp Plasma HPLC =9| 0 0 85,000 0 88,830 | A
31021 |Prostaglandin E2 24hr Urine RIA =9| 0 0 575,000 0 600,880 | A
30730 |Protein C Activity SC Plasma Clot-based L}1837} B1831 180.58 11,450 11,450 190.07 12,410 12,410 | A
30740 |Protein C Antigen SC Plasma ELISA L}183Lt B1832 172.66 10,950 10,950 176.05 11,500 11,500 | A
20711 |Protein E.P(24h urine) 24hr Urine Electrophoresis L}300Lt B3001006 130.63 8,280 8,280 134.46 8,780 8,780 | A
20713 |Protein E.P(Random urine) Random Urine |Electrophoresis L}300Lt B3001006 130.63 8,280 8,280 134.46 8,780 8,780 | A
20710 |Protein E.P(Serum) SST Serum Electrophoresis L}3007¢ B3000006 120.67 7,650 7,650 125.13 8,170 8,170 | A
30750 |Protein S Activity SC Plasma Clot-based L}1847} B1841 177.64 11,260 11,260 185.97 12,140 12,140 | A
30760 |Protein S Ag(free) SC Plasma ELISA L}184Lt B1842 171.23 10,860 10,860 173.90 11,360 11,360 | A
30770 |Protein S Ag(total) SC Plasma ELISA L}184Lt B1842 171.23 10,860 10,860 173.90 11,360 11,360 | A
10035 |Protein/creatinine ratio Random Urine |7 At L}220 2| C2200 2| 0 2,760 2,760 2,610 2610 | Vv
27895 |Prothrombin G20210A Mutati |EDTA Blood PCR-RFLP =597 CZ898 0 0 26,420 0 27,610 | A
30950 |Prothrombin Time SC Plasma Clot-based L}154 B1540 2591 1,640 1,640 26.62 1,740 1,740 | A
70860 |Protozoa Stool a8 Lt63 B0630 23.87 1,510 1,510 2391 1,560 1,560 | A
01675 PSA (ECLIA) SST Serum ECLIA L}428 C4280 241.02 15,280 15,280 241.13 15,750 15,750 | A
29000 |PSEN1 gene analysis EDTA Blood Sequencing 0 0 400,000 0 400,000

01090 |PSTI SST Serum RIA =9| 0 0 36,800 0 38,460 | A
31050 |PT 20210A mutation EDTA Blood PCR-RFLP =597 CZ898 0 0 73,000 0 73,000

01930 |PTH SST Serum RIA L}340%F C7340 242.57 15,380 15,380 229.83 15,010 15,010 | v
01931 |PTH EDTA Plasma  |RIA L}340%F C7340 242.57 15,380 15,380 229.83 15,010 15,010 | v
01940 PTH related peptide HMg87| €& |IRMA 192 CZ192 =2 0 0 74,750 0 78110 | a
01950 |PTH-C SST Serum RIA =9| 0 0 30,000 0 31,350 | A
01967 |PTH-Intact (ECLIA) SST Serum ECLIA L340 C3400 278.73 17,670 17,670 284.05 18,550 18,550 | A
01968 |PTH-Intact (ECLIA) EDTA Plasma  |ECLIA L}340 C3400 278.73 17,670 17,670 284.05 18,550 18,550 | A
10175 |Pyrimidine 5-nucleotidase EDTA Blood Spectrophotometry | L4185 BX185 258.57 16,390 16,390 258.57 16,880 16,880 | A
70766 |Pyrogen (Endotoxin) Other HyH 4303 BY032006 140.99 8,940 8,940 140.99 9,210 9,210 | A
10810 |Pyruvic Acid K| e oH Enzyme 43457}1) |CY341 339091 21,550 21,550 339.91 22,200 22,200 | A
10811 |Pyruvic Acid CSF Enzyme 43457}1) |CY341 339091 21,550 21,550 339.91 22,200 22,200 | A
02060 |Quad Test SST Serum Lt421 Q| C74212| 0 55,910 55,910 55,650 55,650 | ¥
52390 |QuantiFERON-TB HEg87| ELISA Lt477 CZ393006 1162.62 73,710 73,710 1162.62 75,920 75,920 | A
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65622 |Quetiapine Plain Serum LC/MS/MS L}450 CX375696 54251 34,400 34,400 542.51 35,430 35430 | A
65135 |Quinidine SST Serum FPIA =2| 0 0 70,000 0 73,150 | A
41637 |R. (Rickettsia) 2 type Ab SST Serum IFA L474LF1) |C4742836 204.59 25,940 25,940 205.72 26,860 26,860 A
51930 R.A Factor SST Serum TIA L}4907+ C4901 26.83 1,700 1,700 24.63 1,610 1,610 | v
51931 R.A Factor Body Fluid TIA L}4907+ C4901 26.83 1,700 1,700 24.63 1,610 1,610 | v
51940 R.A Factor ™z SST Serum TIA L}490Lt C4903 103.56 6,570 6,570 104.08 6,800 6,800 | A
51941 R.A Factor ™z Body Fluid TIA L}490L} C4903 103.56 6,570 6,570 104.08 6,800 6,800 | A
41630 |R.tsutsugamushi(ICA) SST Serum ICA L4747} C4741830 73.52 4,660 4,660 69.03 4,510 4510 | v
41635 |R.tsutsugamushi(IFA) SST Serum IFA L474LF(1) |C4742836 204.59 12,970 12,970 205.72 13,430 13,430 | A
51960 |RA Factor IgA SST Serum EIA 421 Cz421 0 0 23,000 0 24,040 A
51950 |RA Factor IgG SST Serum ELISA 421 Cz421 0 0 23,000 0 24,040 A
29090 |RB1 gene point mutation EDTA Blood Sequencing 595 CZ600 0 0 897,000 0 897,000

30002 |RBC EDTA Blood ArsdTAH L Lt104 B1040 10.53 670 670 10.72 700 700 | A
10470 RBC Enzyme EDTA Blood 0 0 205,000 0 205,000

11290 RBC Folate EDTA Blood RIA L}254% C7254 188.08 11,920 11,920 176.88 11,550 11550 | v
12390 |[RBC membrane S4H £33 BZ033 0 0 149,000 0 149,000

30090 |RDW EDTA Blood ArsdTAH L Lt122 B1220 5.79 370 370 5.80 380 380 A
01370 |Renin Activity EDTA Plasma  |RIA L3603 C7360 172.29 10,920 10,920 168.36 10,990 10,990 | A
41800 |REO virus(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
41801 |REO virus(CF) CSF CF =Q| 0 0 15,000 0 15,680 | A
42257 Respi.V.Ag Screening 5& Other IFA L}469 C4690536 202.85 12,860 12,860 203.10 13,260 13,260 | A
29270 RET gene mutation EDTA Blood Sequencing L}594 CY571006 2955.94 187,410 187,410 2955.94 193,020 193,020 A
30111 |Reticulocyte Count EDTA Blood Flow Cytometry L}108Lt B1081 20.46 1,300 1,300 20.39 1,330 1,330 | A
11320 |Retinol Binding Protein SST Serum 2}El A S EIH|EHH 29| 0 0 90,000 0 94,050 | A
27580 |Rett Syndrome,MECP2 Sequen |EDTA Blood Sequencing 595 CZ642 0 0 280,000 0 280,000

30420 |Rh Ab Titer SST Serum Tube L}208 B2080006 120.52 7,640 7,640 113.54 7,410 7410 | v
30390 |Rh(D) Typing EDTA Blood SLIDE L}2027¢ B2021 11.88 750 750 12.53 820 820 | A
30391 |Rh(D) Typing Capillary Manual L}2027¢ B2021 11.88 750 750 12.53 820 820 | A
30392 |Rh(D) Typing Cord Blood Manual L}2027} B2021 11.88 750 750 12.53 820 820 | A
30400 |Rh-Hr Subgroup EDTA Blood Tube L}202Lt B2022006 118.35 7,500 7,500 111.64 7,290 729 | v
42210 |Rhino Virus Culture Other Culture Lt416 B4160006 53251 33,760 33,760 546.65 35,700 35,700 | A
42215 |Rhino virus PCR Other Nested RT-PCR L}596 C5969006 526.11 36,690 36,690 612.12 39,970 39970 | A
01820 |Ri autoantibodies SST Serum Western blot =Q| 0 0 679,000 0 709,560 | A
01821 |Ri autoantibodies CSF Western blot =Q| 0 0 679,000 0 709,560 | A
51215 |Ribosomal P protein IgG Ab  |SST Serum EIA = 2| 0 0 200,000 0 209,000 | a
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41850 |Rotavirus Ab (CF) SST Serum CF =2| 0 0 15,000 0 15,680 A
41851 |Rotavirus Ab (CF) CSF CF =2| 0 0 15,000 0 15,680 A
42290 Rotavirus Ag Stool ICA L}469 C4690526 202.85 12,860 12,860 203.10 13,260 13,260 | A
50935 RPR ¥4 SST Serum 2t A SEH|EY | LI460-1 C4602 25.73 1,630 1,630 25.73 1,680 1,680 A
41871 RS virus(NT) CSF Neutralization =2| 0 0 60,000 0 62,700 A
41860 RSV Ab (CF) SST Serum CF =2| 0 0 15,000 0 15,680 A
41861 RSV Ab (CF) CSF CF =2| 0 0 15,000 0 15,680 A
41862 RSV Ab (CF) Pleural Fluid  |CF =Q| 0 0 15,000 0 15,680 A
41870 |RSV Ab(NT) SST Serum Neutralization =Q| 0 0 60,000 0 62,700 A
42300 |RSV Ag (DFA) Other DFA L}469 C4690536 202.85 12,860 12,860 203.10 13,260 13,260 | A
42225 RSV Culture Other Shell Vial Culture  |L}416 B4160006 532.51 33,760 33,760 546.65 35,700 35,700 | A
42820 RSV IgG(IFA) SST Serum IFA LF468LH1) |C4682536 263.15 16,680 16,680 266.76 17,420 17,420 | A
42830 RSV IgM(IFA) SST Serum IFA L}468L}(2) |C4683536 258.09 16,360 16,360 259.16 16,920 16,920 A
43520 |Rubella IgG avidity SST Serum EIA 395 CZ395 0 0 28,750 0 30,040 | A
41940 |Rubella IgG(CLIA) SST Serum CUA L}468L}H1) C4682416 263.15 16,680 16,680 266.76 17,420 17,420 | A
41941 Rubella IgG(CLIA) CSF CLIA L}468L}(1) |C4682416 263.15 16,680 16,680 266.76 17,420 17,420 | A
41950 |Rubella IgM(CLIA) SST Serum CLIA L}468L}(2) |C4683416 258.09 16,360 16,360 259.16 16,920 16,920 A
41951 Rubella IgM(CLIA) CSF CLIA L}468L}(2) |C4683416 258.09 16,360 16,360 259.16 16,920 16,920 A
42690 Rubella Virus RT-PCR EDTA Blood RT-PCR L5962} C5969006 578.72 36,690 36,690 612.12 39,970 39,970 A
52221 |S.pneumoniae Ag test CSF Latex L}408 B4080 96.52 6,120 6,120 90.90 5,940 5940 | Vv
52160 |Saccharomyces cerevisiae Ab |SST Serum EIA =9| 0 0 402,500 0 420,610 | A
42700 Salmonella PCR EDTA Blood PCR L5950} C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
42710 Salmonella PCR CSF PCR L5950} C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
26980 |[SBMA, AR gene EDTA Blood PCR 4573Lt CY532006 953.51 60,450 60,450 953.51 62,260 62,260 | A
27000 |SCA profile (1,2,3,6,7,8) EDTA Blood 4573 CY535~40006 0/ 362,700 362,700 373,560 373,560 | A
01690 |SCA-1 EDTA Blood 45732} CY535006 953.51 60,450 60,450 953.51 62,260 62,260 | A
27015 |SCA-17 EDTA Blood 45730t CY539006 953.51 60,450 60,450 953.51 62,260 62,260 | A
01700 |SCA-2 EDTA Blood 45732} CY536006 953.51 60,450 60,450 953.51 62,260 62,260 | A
01710 |SCA-3 EDTA Blood 45732} CY537006 953.51 60,450 60,450 953.51 62,260 62,260 | A
02070 |SCA-6 EDTA Blood 45732} CY538006 953.51 60,450 60,450 953.51 62,260 62,260 | A
02080 |SCA-7 EDTA Blood 45732} CY540006 953.51 60,450 60,450 953.51 62,260 62,260 | A
01720 |SCC SST Serum RIA Lt430%F C7430 325.03 20,610 20,610 320.24 20,910 20,910 | A
01721 |SCC Body Fluid RIA Lt430% C7430 325.03 20,610 20,610 320.24 20,910 20,910 | A
11022 |SD LDL Cholesterol SST Serum Electrophoresis 134 CZ134 0 0 92,000 0 96,140 | A
20350 |Selectivity Index Other At L}392 C3920 270.74 17,160 17,160 277.32 18,110 18,110 A
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12810 Selenium ;ZZZEDTA AAS L}452L}H2) |C4523990 30223 19,160 19160 | 306.17 19,990 19,990 a
12811 Selenium Random Urine |AAS L}452LH2) |C4523990 302.23 19,160 19,160 306.17 19,990 19,990 | a
12400 Semen Analysis Semen HAH L}730 E7300 68.08 4,320 4,320 62.17 4,060 4,060 | v
12410 'Semen fructose Semen Spectrophotometry | L4893 EX893 79.87 5,060 5,060 79.87 5,220 5220 A
01846 |Sequential 1st_NT SST Serum RIA 0 0 46,000 0 48,080 | a
00900 |Serotonin EDTA Blood  |HPLC 29 0 0 50,000 0 52,250 | A
00901 |Serotonin EDTA Plasma  |HPLC 29 0 0 50,000 0 52,250 | A
00902 |Serotonin SST Serum HPLC L}367 C3670 157.59 9,990 9,990 147.35 9,620 9,620 ¥
00903 |Serotonin (PFP) EDTA Plasma  |HPLC L}367 C3670 157.59 9,990 9,990 147.35 9,620 9,620 ¥
10841 Serum Amylase SST Serum Enzyme L}2617}  |B2611 42,01 2,660 2,660 41.67 2,720 2,720 | a
10843 Serum Creatinine SST Serum  |Colorimetry L}375 C3750 217 1,380 1,380 19.77 1,290 1,290 v
30780 |SFMC SC Plasma 27 29| 0 0 113,000 0| 118090 a
29140 |SGCE gene mutation EDTA Blood  |Sequencing 595 cz701 0 0| 420,000 0| 420,000

12425 |SHBG (ECLIA) SST Serum ECLIA w202 CZ202 0 0 46,000 0 48,070 | a
10820 ' Sialic acid SST Serum Enzyme 29 0 0 12,000 0 12,540 | a
12820 |Silicate Water Spectrophotometry 0 0 46,000 0 48,070 | A
65720 |Sirolimus(Rafamycin) EDTA Blood | LC/MS/MS L}450L}4) |CX375696 542.51 34,400 34,400 542.51 35,430 35430 | a
01730 |SLX SST Serum RIA 29 0 0 63,250 0 66,100 A
51985 SMA(SMN1 7&8, NAIP 4&5) |EDTA Blood  |PCR-RFLP 45620 | CY625006 416.68 26,420 26,420 416.68 27,210 27,210 | a
51986 |SMA(SMN1 7&8, NAIP 5&13) |[EDTA Blood  |PCR-RFLP 45620 | CY625006 416.68 26,420 26,420 416.68 27,210 27,210 | a
10150 |Sodium(Na) SST Serum ISE L3797} |C3791 19.23 1,220 1,220 17.83 1,160 1,160 | ¥
10151 |Sodium(Na) 24hr Urine ISE L3797} |C3791 19.23 1,220 1,220 17.83 1,160 1,160 | ¥
10152 | Sodium(Na) Random Urine |ISE Lt3797F  |C3791 19.23 1,220 1,220 17.83 1,160 1,160 v
12430 |soluble ELAM - 1 SST Serum ELISA 29 0 0 207,000 0| 216320 a
12440 soluble ICAM - 1 SST Serum ELISA 29 0 0 207,000 0| 216320 a
52460 Soluble Liver Ag Auto Ab SST Serum EIA 29 0 0 320,000 0| 334400 a
12450 soluble VCAM - 1 SST Serum ELISA 29 0 0 207,000 0| 216320 a
00155 |Somatomedin-C (CLIA) SST Serum | CLIA 14230 CX230 322.92 20,470 20,470 322.92 21,090 21,090 | a
01740 Span-1 SST Serum RIA 29| 0 0 50,000 0 52,250 | A
80605 | Special Stain Tissue L}553CF  |C5533 121.67 7,710 7,710 122.36 7,990 7,990 | a
82080 | Special Stain Tissue L}553CH  |C5533 121.67 7,710 7,710 122.36 7,990 7,990 | a
29051 |SPG3A gene mutation EDTA Blood Sequencing 0 0 468,000 0 468,000

29050 |SPG4 gene mutation EDTA Blood Sequencing 595 CZ615 0 0 402,000 0 402,000

28170 |SPINK1, PRSS1 mutation EDTA Blood Sequencing 595 CZ703 0 0 329,000 0 329,000

52530 |SRP auto Ab SST Serum 29 0 0| 193,000 0| 201,690 a
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30460 Ss HHSH A} 221K Tube L}203 B2030006 81.03 5,140 5,140 77.45 5,060 5060 | ¥
27870 |STK11 Gene Point mutation EDTA Blood Sequencing =595 CzZ602 0 0 358,000 0 358,000

01750 |STN SST Serum RIA 29| 0 0 59,800 0 62,490 A
12460 |Stone Analysis & Stone Colorimetry L4391 C3910006 83.94 5,320 5,320 82.64 5,400 5400 A
12465 |Stone Analysis(physical) Stone L4274 CX274006 451.18 28,600 28,600 451.18 29,460 29,460 A
70870 |Stool Microscopy Stool A Lt67 B0670 11.97 760 760 12.63 820 820 | A
71250 |Stool OB M =F Stool Colorimetry L}65-1 B0653 60.27 3,820 3,820 62.16 4,060 4060 A
70895 Stool pH Stool L}69 B0690 7.86 500 500 7.55 490 490 | v
70890 |Stool WBC Stool A Lt67-1 B0675 10.29 650 650 10.11 660 660 | A
42580 Strep. Group B PCR Random Urine |PCR 0 0 28,000 0 29,260 | A
50462 |Strep.Group B CSF Latex LH408 B4080 96.52 6,120 6,120 90.90 5,940 5940 | ¥
50461 |Strep.Pneumoniae CSF Latex L}408 B4080 96.52 6,120 6,120 90.90 5,940 5940 | ¥
11730 |Succinylacetone Random Urine |GC/MSD L43457}6) |CY349 339.91 21,550 21,550 339.91 22,200 22,200 A
12870 Sucrose hemolysis 22K Colorimetry L}121 B1210006 46.64 2,960 2,960 47.41 3,100 3,100 | a
30190 |Sudan black B stain ;‘I’;‘: Marrow i L}118L}  |B1183006 84.59 5,360 5,360 84.38 5,510 5510 | A
30191 |Sudan black B stain z:;‘;d Smear Igain L}118L}  |B1183006 84.59 5,360 5,360 84.38 5,510 5510 | A
52140 |Sulfatide autoantibodies SST Serum ELISA 29| 0 0| 679,000 0| 709560 a
20540 | Sulf-Hemoglobin EDTA Blood | Colorimetry L}382LF  C3822 53.58 3,400 3,400 53.92 3,520 3,520 | A
29020 |Surface Ig(Cytoplasmic Ig) EDTA Blood  |Flow Cytometry | L}512 C5120006 445,94 28,270 28,270 447.99 29,250 29,250 | A
12470 |Surfactant protein-A(SP-A) SST Serum EIA =Q| 0 0 57,500 0 60,090 | A
13050 |Surfactant protein-D(SP-D) SST Serum EIA =9| 0 0 57,500 0 62,700 | A
29001 |SYT/SSX gene rearrangement |Block Nested RT-PCR  |L}597X}  |C5979006 1608.27| 101,960 | 101,960 | 1669.92 | 109,050 | 109,050 A
29002 |SYT/SSX gene rearrangement |Block RT-PCR L}596CF | CX564006 512.04 32,460 32,460 512.04 33,440 33,440 | A
00295 | T3 (ECLIA) SST Serum ECLIA L}329 C3290 167.64 10,630 10,630 169.41 11,060 11,060 | A
00305 | T3-Uptake (ECLIA) SST Serum ECLIA L}331 C3310 151.34 9,590 9,590 150.38 9,820 9,820 A
00315 | T4 (ECLIA) SST Serum ECLIA L}333 C3330 164.46 10,430 10,430 164.39 10,730 10,730 | A
30200 |Tartrate resistant acid phos ;‘I’;‘: Marrow L}1187}  |B1182006 84.34 5,350 5,350 84.01 5,490 5490 | A
30790 |TAT SC Plasma EIA 29| 0 0 42,900 0 44,830 | A
00320 | TBG (RIA) SST Serum RIA L}3383F  |C7338 225.68 14,310 14,310 220.50 14,400 14,400 | A
65480 | TBPE Random Urine |Colorimetry L}4507F(1) |C4501390 80.93 5,130 5,130 77.12 5,040 5040 | v
25875 |T-cell Receptor rearrangem Block PCR+Hybridization |L}595-1CF |C6029006 639.74 40,560 40,560 668.68 43,660 43,660 | A
25870 | T-cell Receptor ychain Block PCR L}598HF  C5986006 988.58 62,680 62,680 971.66 63,450 63,450 A
65330 |Teicoplanin SST Serum FPIA 29| 0 0| 112,700 0| 117,770 a
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26660 | TEL/AML1 rearrangement EDTA Blood ~ |RT-PCR Lt5962F C5969006 578.72 36,690 36,690 612.12 39,970 39,970 | A
00523 |Testosterone (ECLIA) SST Serum ECLIA L}353 C3530 182.32 11,560 11,560 178.24 11,640 11,640 | A
00530 |Testosterone, Free SST Serum RIA 4232 CX232 181.05 11,480 11,480 181.05 11,820 11,820 | A
65140 |Theophylline SST Serum FPA L}450LFH2) |C4504110 238.27 15,110 15,110 243.15 15,880 15,880 A
29180 |THRB gene mutation EDTA Blood Sequencing 0 0 140,000 0 140,000

30970 |Thrombin Time SC Plasma Clot-based L}156 B1560 25.09 1,590 1,590 25.20 1,650 1,650 A
30800 |Thrombomodulin SST Serum EIA 476 BX076 170.91 10,840 10,840 170.91 11,160 11,160 | A
30801 |Thrombomodulin EDTA Plasma  |EIA 476 BX076 170.91 10,840 10,840 170.91 11,160 11,160 | A
31040 |Thromboxane B2 Mgy da |RIA =9| 0 0 150,000 0 156,750 | A
01760 | Thymidine Kinase SST Serum =9| 0 0 86,250 0 90,130 | A
00355 |Thyroglobulin (ECLIA) SST Serum ECLIA L}335 C3350 200.07 12,680 12,680 198.22 12,940 12,940 | A
00345 |Thyroglobulin Ab (ECLIA) SST Serum ECLIA L}494 C4940 210.61 13,350 13,350 196.96 12,860 12860 | Vv
12830 |TIBC SST Serum Al At Lt250 C2500 43.04 2,730 2,730 40.76 2,660 2,660 | Vv
28190 | TNFRSF13B gene mutation EDTA Blood Sequencing 0 0 187,000 0 187,000

51990 | TNF-a SST Serum ELISA =9| 0 0 287,000 0 299,920 A
51991 TNF-a Media 29| 0 0 287,000 0 299920 | a

Supernatant

65340 |Tobramycin SST Serum FPIA L}450L}(2) [C4504390 238.27 15,110 15,110 243.15 15,880 15,880 A
65711 | Topiramate Plain Serum LC/MS/MS L}450L}(4) |CX375696 542.51 34,400 34,400 542.51 35,430 35430 A
42750 |TORCH Test SST Serum 0 133,600 133,600 138,440 138,440 | A
10040 |Total Bilirubin SST Serum Colorimetry L}3727} C3720 21.62 1,370 1,370 19.95 1,300 1,300 v
10041 |Total Bilirubin Capillary Colorimetry L}3727} C3720 21.62 1,370 1,370 19.95 1,300 1,300 v
11020 |Total Cholesterol SST Serum Enzyme L}2417} C2411 25.87 1,640 1,640 24.39 1,590 1590 v
11021 |Total Cholesterol Body Fluid Enzyme L}2417} C2411 25.87 1,640 1,640 24.39 1,590 1590 v
02005 |Total hCG(ECLIA) SST Serum ECLIA L352 C3520 203.94 12,930 12,930 206.95 13,510 13,510 A
60005 |Total IgE (Unicap) SST Serum FEIA L}229 C2290 229.25 14,530 14,530 232.23 15,160 15,160 A
11180 |Total Lipid SST Serum Colorimetry L}2447} C2441 4316 2,740 2,740 39.60 2,590 2590 | v
11181 |Total Lipid Body Fluid Colorimetry L}2447} C2441 4316 2,740 2,740 39.60 2,590 2590 | v
11780 | Total Porphyrin % /d Random Urine |Colorimetry L}3897} C3891 11.59 730 730 11.03 720 720 | v
10030 |Total Protein SST Serum Colorimetry L}220 C2200 21.69 1,380 1,380 20.14 1,320 1320 | v
10031 |Total Protein 24hr Urine TIA L}220 C2200 21.69 1,380 1,380 20.14 1,320 1320 v
10032 | Total Protein CSF TIA L}220 C2200 21.69 1,380 1,380 20.14 1,320 1320 v
10033 |Total Protein Body Fluid Colorimetry L}220 C2200 21.69 1,380 1,380 20.14 1,320 1320 v
10034 |Total Protein Random Urine |TIA L}220 C2200 21.69 1,380 1,380 20.14 1,320 1320 v
52271 |Toxocariasis Ab IgG SST Serum ELISA L}472LK1) |C4722796 271.93 17,240 17,240 271.19 17,710 17,710 | A
52272 |Toxocariasis Ab IgG Body Fluid ELISA L}472LK1) |C4722796 271.93 17,240 17,240 271.19 17,710 17,710 | A
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43510 Toxoplasma DNA PCR Other PCR L}5950F  |C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
50900 | Toxoplasma IgG SST Serum CLA L}472LH1) (C4722616 271.93 17,240 17,240 271.19 17,710 17,710 | A
50901 | Toxoplasma IgG CSF CUA L}472LH1) (C4722616 271.93 17,240 17,240 271.19 17,710 17,710 | A
50910 | Toxoplasma IgM SST Serum CLA L}472LH2) (C4723616 271.93 17,240 17,240 271.19 17,710 17,710 | A
50911 | Toxoplasma IgM CSF CUA L}472LH2) (C4723616 271.93 17,240 17,240 271.19 17,710 17,710 | A
50942 TP Ab CSF CMIA Lt461-1 | C4612 123.74 7,850 7,850 123.74 8,080 8,080 A
26770 ' TP53 gene EDTA Blood Sequencing 595 CZ596 0 0 645,000 0 645,000
01770 TPA SST Serum RIA L}4323 (7432 29541 18,730 18,730 279.76 18,270 18270 | v
01771 TPA EDTA Plasma  |RIA L}432Z (7432 29541 18,730 18,730 279.76 18,270 18270 | v
01772 TPA Body Fluid RIA L}432%  |C7432 29541 18,730 18,730 279.76 18,270 18270 | v
30810 |t-PA SC Plasma ELISA 1483 BX083 170.9 10,840 10,840 170.90 11,160 11,160 | A
50955 TPLA ¥4 SST Serum Bt ASEH|ErY | LI461-1  |C4612 123.74 7,850 7,850 123.74 8,080 8,080 A
27470 'TPMT genotyping EDTA Blood  |DNA Typing 597 CZ904 0 0 173,000 0| 173,000
20360 | Transferrin SST Serum TIA L}233 C2330 103.66 6,570 6,570 105.31 6,880 6,880 A
20370 |Transferrin saturation SST Serum 7 Ak L}249+L}25C2490+C2500 0 0 5,240 0 5070 | v
52370 |Transglutaminase IgA SST Serum EIA = 9| 0 0 351,000 0 366,800 | A
30185 | TRAP stain if.‘;id Smear g L}1180F  |B1189006 84.57 5,360 5,360 84.36 5,510 5510 | A
30186 TRAP stain ;‘I’;‘: Marrow g ain L}1180F  |B1189006 84.57 5,360 5,360 84.36 5,510 5510 | A
42720 | Treponema pallidum PCR EDTABlood  |PCR L}5950F  |C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
12540 | Trichloride, Total Random Urine |Colorimetry L}451LH1) (C4513460 165.99 10,520 10,520 162.26 10,600 10,600 A
12580 | Trichloroacetic acid Random Urine |GC/ECD L}451LH3) |CY373290 399.4 25,320 25,320 399.40 26,080 26,080 A
13040 Trichloroacetic acid Random Urine |Colorimetry L}451LH1) (C4513590 165.99 10,520 10,520 162.26 10,600 10,600 A
12560  Trichloroethanol Random Urine |GC L}451LF3) |CY373290 399.4 25,320 25,320 399.40 26,080 26,080 A
42655 | Trichomonas vaginalis PCR 2u|E PCR L}5950F  |C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
11190 |Triglyceride SST Serum Enzyme L}244CF 2443 4813 3,050 3,050 47.74 3,120 3,120 A
11191 |Triglyceride Body Fluid Enzyme L}244CF 2443 4813 3,050 3,050 47.74 3,120 3,120 A
65150 | Trimethadione SST Serum GC 29| 0 0| 161,000 0| 168250 a
01870 |Triple marker SST Serum RIA 0 33,670 33,670 32,740 32740 | v
12590 Troponin I SST Serum CLIA L}394LF  C3942 173 10,970 10,970 168.82 11,020 11,020 | A
12600 Troponin T SST Serum ECLIA L}3947F  C3941 172.43 10,930 10,930 167.90 10,960 10,960 | A
01110 Trypsin (RIA) SST Serum RIA 29| 0 0 80,500 0 84120 A
01115 Tryptase SST Serum FEIA 154 BZ154 0 0 71,900 0 75,140 | A
27651 |TSC1 (Tuberous sclerosis) EDTA Blood  |Sequencing 595 CZ638 0 0| 818,000 0| 818,000
27652 |TSC2 (Tuberous sclerosis) EDTA Blood Sequencing w595 CZ638 0 0 1,322,000 0| 1,322,000
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00365 |TSH (ECLIA) SST Serum ECUA L}336 C3360 210.44 13,340 13,340 215.39 14,060 14,060 A
00385 | TSH-R-Ab(TBI)(ECLIA) SST Serum ECLIA L339 C3390 226.72 14,370 14,370 227.98 14,890 14,890 | A
29160 |TYR gene (Albinism type I) EDTA Blood Sequencing =595 CZ668 0 0 294,000 0 294,000

70900 |Tzanck Smear Other IFA L}718 E7180 4574 2,900 2,900 36.77 2,400 2400 | Vv
70910 |Tzanck Smear Other L}718 E7180 4574 2,900 2,900 36.77 2,400 2400 | Vv
71180 |U.urealyticum culture Other Culture 4301Ct BY303006 363.17 23,020 23,020 363.17 23,720 23,720 | A
27450 |UGT1al genotying EDTA Blood Sequencing w597 CZ903 0 0 395,000 0 395,000

12840 |UIBC SST Serum Colorimetry L}251 C2510 4331 2,750 2,750 41.05 2,680 2680 | v
42730 |Ureaplasma urealyticum PCR |£H|Z PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
10930 |Uric Acid SST Serum Enzyme L}378 C3780 21.81 1,380 1,380 20.27 1,320 1320 v
10931 |Uric Acid 24hr Urine Enzyme L}378 C3780 21.81 1,380 1,380 20.27 1,320 1320 v
10932 |Uric Acid Random Urine |Enzyme L}378 C3780 21.81 1,380 1,380 20.27 1,320 1320 v
02110 |Urinary Bladder Cancer Ag Random Urine [IRMA 43227} CY321 283.39 17,970 17,970 283.39 18,510 18,510 A
10160 |Urinary Ca S48 Aot Lt379 @] |C3795 Q| 0 0 3,980 0 3760 | v
10842 Urine Amylase 24hr Urine Enzyme L}2617} B2611 42,01 2,660 2,660 41.67 2,720 2720 | A
10844 |Urine Creatinine 24hr Urine Colorimetry L}375 C3750 217 1,380 1,380 19.77 1,290 1,290 | v
70002 |Urine Glucose Random Urine |Strip L1 BO0O10 8.26 520 520 10.45 680 680 | A
70001 |Urine Protein Random Urine |Strip L1 BO0O10 8.26 520 520 10.45 680 680 | A
70050 |Urine RBC morphology Random Urine |ZZ% H1 BX001006 26.86 1,700 1,700 26.86 1,750 1,750 A
11800 |Uroporphyrin 2k Random Urine |HPLC =Q| 0 0 17,250 0 18,030 | A
11790 |Uroporphyrin 44 Random Urine |Fluorometry L}3897} C3891 11.59 730 730 11.03 720 720 | v
65350 |Valproic Acid SST Serum FPA L}450L}(2) |C4504060 238.27 15,110 15,110 243.15 15,880 15,880 | A
65360 |Valproic acid,Free SST Serum EIA =Q| 0 0 57,000 0 59,570 | A
80608 |Van Giesons Stain Tissue L}553CF C5533 121.67 7,710 7,710 122.36 7,990 7990 | A
65370 |Vancomycin SST Serum FPA L}450L}(2) |C4504160 238.27 15,110 15,110 243.15 15,880 15,880 | A
42230 Varicella-Zoster Culture Other Shell Vial Culture |L}416 B4160006 53251 33,760 33,760 546.65 35,700 35,700 | A
42740 Varicella-Zoster DNA(PCR) EDTA Blood PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
42050 |Varicella-Zoster IgG(ELISA) SST Serum ELISA L}468L}1) |C4682496 263.15 16,680 16,680 266.76 17,420 17,420 | A
42051 |Varicella-Zoster IgG(ELISA) CSF ELISA L}468L}(1) |C4682496 263.15 16,680 16,680 266.76 17,420 17,420 | A
42060 |Varicella-Zoster IgM(ELISA) SST Serum ELISA L}468L}(2) |C4683496 258.09 16,360 16,360 259.16 16,920 16,920 A
42061 |Varicella-Zoster IgM(ELISA) CSF ELISA L}468L}(2) |C4683496 258.09 16,360 16,360 259.16 16,920 16,920 A
42090 |Varicella-Zoster(CF) SST Serum CF =9| 0 0 15,000 0 15,680 | A
42091 |Varicella-Zoster(CF) CSF CF =9| 0 0 15,000 0 15,680 | A
50925 |VDRL SST Serum L+460 C4600 17.64 1,120 1,120 17.88 1,170 1,170 | A
50926 VDRL &k SST Serum Lt460F C4601 33.82 2,140 2,140 33.57 2,190 2,190 | A
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80609 |Verhoeff Stain Tissue Lt553Ct C5533 121.67 7,710 7,710 122.36 7,990 7990 | A
11200 |Very long chain fatty acid Hp Plasma GC/MSD =9 0 0 250,000 0| 261,250 A
11205 |Very long chain fatty acid Hp Plasma GC/MSD L}t445 C4450 1115.19 70,700 70,700 1120.18 73,150 73,150 | A
29230 |VHL exon deletion EDTA Blood  |MLPA --595 CZ828 0 0 378,000 0 378,000

27283 |VHL gene mutation analysis  |EDTA Blood  |Sequencing =595 CZ595 0 0 227,000 0 227,000

51000 |Vi Ag SST Serum IFA Lt466Lt C4662066 203.08 12,880 12,880 203.46 13,290 13,290 | A
70930 |Vibrio Culture Stool Lt4057} B4051 152.96 9,700 9,700 158.13 10,330 10,330 | A
70935 Vibrio Culture & Sensi(G) Other Lt405+L}40 B4051+B4061 16850 16850 17760 17,760 | A
01120 |VIP HE887| ¥% |RIA =9 0 0 345,000 0 360,530 | A
11340 Vitamin A SST Serum HPLC 153X} CY169006 439.34 27,850 27,850 439.34 28,690 28,690 A
11360 |Vitamin B1 EDTA Blood  |HPLC 4153 CY160006 439.34 27,850 27,850 439.34 28,690 28,690 A
11395 |Vitamin B12 (CLIA) SST Serum  |CLIA Lt253L} 2532 224.56 14,240 14,240 231.61 15,120 15120 | a
11400 |Vitamin B12 Binding capacity |SST Serum RIA = 9| 0 0 240,000 0 250,800 | a
11370 Vitamin B2 EDTA Blood HPLC =Q| 0 0 70,000 0 73,150 | A
11386 |Vitamin B6 (PLP) EDTA Plasma |HPLC/FLD 4153C} CY162006 439.34 27,850 27,850 439.34 28,690 28,690 | A
11410 Vitamin C Hp Plasma HPLC 153X} CY169006 439.34 27,850 27,850 439.34 28,690 28,690 | A
11415 Vitamin C SST Serum HPLC 153X} CY169006 439.34 27,850 27,850 439.34 28,690 28,690 | A
11420 |Vitamin E SST Serum HPLC L1534} CY166006 439.34 27,850 27,850 439.34 28,690 28,690 | A
11430 |Vitamin E Fraction SST Serum HPLC =9 0 0 300,000 0 313,500 | A
11440 |Vitamin K Fraction SC Plasma HPLC =9 0 0 145,600 0 152,150 | A
00920 [VMA &k 24hr Urine HPLC LF321LF(2) |CX223006 310.2 19,670 19,670 310.20 20,260 20,260 | A
00925 |VMA HZF EDTA Plasma  |HPLC =9| 0 0 33,000 0 34,490 | A
00910 |VMA HMd Random Urine |Colorimetry L}3217¢ C3211 16.23 1,030 1,030 14.96 980 980 | Vv
80607 |Von Kossa Stain Tissue Lt553C C5533 121.67 7,710 7,710 122.36 7,990 7990 | A
30820 |von Willebrand F.Activity SC Plasma ELISA Lt187L} B1872 202.63 12,850 12,850 204.66 13,360 13,360 | A
30830 |von-Willebrand's Antigen SC Plasma ELISA Lt1877} B1871 178.2 11,300 11,300 176.96 11,560 11,560 | A
30845 [VWF multimer analysis SC Plasma Electrophoresis 1488 BX088006 497.07 31,510 31,510 497.07 32,460 32,460 | A
42231 |VZV culture (Z=X!) Tissue Culture Lt416 B4160006 53251 33,760 33,760 546.65 35,700 35,700 | A
65790 |Warfarin EDTA Plasma  |LC/MS/MS Lt450LFH(4) |CX375696 54251 34,400 34,400 542.51 35,430 35430 | A
80610 |Warthin-Starry Silver Stain Tissue Lt553C C5533 121.67 7,710 7,710 122.36 7,990 7990 | A
30001 |WBC EDTA Blood  |XtsE-FH AR Lt105 B1050 10.54 670 670 10.73 700 700 | A
70960 |Wet Smear Other L4z B0042 10.16 640 640 9.82 640 640

50980 |Widal Test SST Serum SEY Lt464 C4640 37.95 2,410 2,410 39.41 2,570 2,570 | A
50990 Widal test (Para A B) SST Serum ST Lt464 C4640 37.95 2,410 2,410 39.41 2,570 2,570 | A
26270 |Wilson disease, ATP7B gene |EDTA Blood  |Sequencing =595 CZ612 0 0 263,000 0 263,000
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26271 |Wilson disease, ATP7B gene |EDTA Blood Sequencing 595 CZ612 0 0 550,000 0 550,000

26272 |Wilson disease,ATP7B whole [EDTA Blood  |Sequencing 595 CZ612 0 0 828,000 0 828,000

27610 |Wiskott-Aldrich syndrome EDTA Blood Sequencing 0 0 509,000 0 509,000

29261 |WT1 gene EDTA Blood |real time PCR 596 CZ824 0 0 198,000 0 198,000

29260 |WT1 gene: Wilms tumor EDTA Blood  |Sequencing 0 0 365,000 0 365,000

25760 |Y-Chromosome(SRY gene) EDTA Blood PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
25761 |Y-Chromosome(SRY gene) Bone Marrow  |PCR L}5950¢ C5956006 396.83 25,160 25,160 403.21 26,330 26,330 | A
71090 |Yersinia Culture Stool Culture 43012} BY309006 363.17 23,020 23,020 363.17 23,720 23,720 | A
71092 |Yersinia Culture&Sensi(G) Stool Culture 4301 +L}40BY309006+B4061 30170 30170 31140 31,140 | A
51010 |Yersinia Enterocolitica O3 Ab |SST Serum PA L}4667} C4661030 128.06 8,120 8,120 123.13 8,040 8040 | Vv
51011 |Yersinia Enterocolitica O3 Ab |Amniotic Fluid |PA L}4667} C4661030 128.06 8,120 8,120 123.13 8,040 8040 | Vv
51020 |Yersinia Pseudotuberculosis  |SST Serum PA L}4667} C4661030 128.06 8,120 8,120 123.13 8,040 8040 | Vv
51021 |Yersinia Pseudotuberculosis | Amniotic Fluid |PA L}4667} C4661030 128.06 8,120 8,120 123.13 8,040 8040 | Vv
01830 |Yo autoantibodies SST Serum Western blot =9| 0 0 575,000 0 600,880 | A
01831 |Yo autoantibodies CSF Western blot =9| 0 0 575,000 0 600,880 | A
12855 |Zinc(Zn) Trace Serum  |ICP/MS L}452LF2) |C4523670 302.23 19,160 19,160 306.17 19,990 19990 | A
12856 |Zinc(Zn) 24hr Urine ICP/MS L}452LF2) |C4523670 302.23 19,160 19,160 306.17 19,990 19990 | A
11810 | Zinc-Protoporphyrin EDTA Blood 443 BX043 293 1,860 1,860 29.30 1,910 1910 | A
65380 |Zonisamide SST Serum HPLC =Q| 0 0 86,250 0 90,130 | A
10480 | ZTT(Zinc Sulfate Turbidity) SST Serum TIA 0 0 1,500 0 1,570 | A
01390 a- ANP HE887| €& |CUA = 9| 0 0 86,250 0 90,130 | A
20380 |al-Acidglycoprotein SST Serum Nephelometry = 2| 0 0 57,500 0 60,090 | A
20400 |a1-Antitrypsin SST Serum TIA L}222 C2220 116.65 7,400 7,400 119.12 7,780 7,780 | A
20405 |al-Antitrypsin Stool Nephelometry L}222 C2220 116.65 7,400 7,400 119.12 7,780 7,780 | A
20406 |al-antitrypsin clearance 2K Nephelometry L}222 C2220 116.65 14,800 14,800 119.12 15,560 15,560 | A
20410 |al-Microglobulin SST Serum Latex =Q| 0 0 45,000 0 47,030 | A
20411 |al-Microglobulin Random Urine |Latex =Q| 0 0 45,000 0 47,030 | A
20420 |a2-Macroglobulin SST Serum Nephelometry =Q| 0 0 49,450 0 51,680 | A
13200 |a-Galactosidase EDTA Blood Fluorometry 329 CZ329 0 0 115,000 0 120,180 | A
13205 |a-Galactosidase A (Fabry) Hp Blood Fluorometry 329 CZ329 0 0 58,800 0 58,800

00170 | a-Subunit SST Serum RIA 0 0 45,000 0 47,030 | A
01420 |B2-Microglobulin SST Serum RIA L}223F C7223 157.27 9,970 9,970 152.78 9,980 9,980 | A
01421 |B2-Microglobulin Random Urine |RIA L}223F C7223 157.27 9,970 9,970 152.78 9,980 9,980 | A
20365 |B2-transferrin Other Electrophoresis =9| 0 0 522,050 0 545,540 | A
11450 | B-Carotene SST Serum HPLC =9| 0 0 189,750 0 198,290 | A
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13080 B-Galactosidase Hp Blood Fluorometry 323 CZ323 0 0 45,700 0 45,700
13180 | B-Glucosidase(Gaucher's) EDTA Blood  |Enzyme =324 CZ324 0 0 57,500 0 60,090 A
02000 |B-hCG (RIA) SST Serum RIA L3523 C7352 181.82 11,530 11,530 173.76 11,350 11350 | v
11210 B-Lipoprotein SST Serum Enzyme Lt247 C2470 106.34 6,740 6,740 107.52 7,020 7,020 | A
25770 |B-Thalassemia EDTA Blood  |Sequencing L}+599 C5991~2006 0/ 181,030 181,030 187,590 187,590 | a
25771 |B-Thalassemia Bone Marrow  |Sequencing L}599 C59910062| 0 181,030 181,030 187,590 187,590 | A
25772 |B-Thalassemia EDTA Blood Sequencing L}599LF(1) |C5992006 1978.81 125,460 125,460 1986.42 129,710 129,710 | A
30980 |B-Thromboglobulin HEEI ¥ |EHA =2 0 0 54,500 0 56,950 | A
10500 |y- GTP SST Serum Enzyme Lt271 B2710 4439 2,810 2,810 43.93 2,870 2,870 | A
12630 |y-Aminobutylic acid Hp Plasma HPLC 29| 0 0 88,000 0 91,960 A
20720 |y-GTP isoenzyme SST Serum Electrophoresis = 9| 0 0 27,600 0 28,840 | A
01790 |y-Sm SST Serum EIA =9 0 0 80,500 0 84,120 | A
11820 |6-ALA Random Urine |Colorimetry L}450L}(1) |C4503390 154.13 9,770 9,770 144.47 9,430 9430 | Vv
11821 |8-ALA 24hr Urine Colorimetry LF450LF(1) | C4503390 154.13 9,770 9,770 144.47 9,430 9430 | Vv
01130 7HM|Z=Z A QIX}(HGF) SST Serum ELISA 22| 0 0 149,500 0| 156,230 | a
12920 HEIEAHHZ Blood Paper  |ECA 43417} Cy411 26.86 1,700 1,700 26.86 1,750 1,750 | A
82060 =Z=EHeE| HA Tissue Lt552 C5520 392.39 24,880 24,880 377.12 24,630 24,630 | Vv
11535 | ZH | MM ML Ajo|AF MS/MS  |Blood Paper 338 CZ338 0 0 57,500 0 60,090 | A
27825 | 22|HLy H.§ M XH(Sequencin  EDTA Blood  |Sequencing =596 Cz817 0 0 253,000 0 264,390 | A
27820 |Ze|HIL| M QMRS HEO| EDTA Blood  |Maldi-Tof -5967120)|CZ817 0 0 253,000 0 264,390 | A
52580 | 7| M= &4 65 (1) CSF CSF ELISA 0 0 19,000 0 19,000
52595 | 7| A= S| Al 105 SST Serum ELISA 0 0 39,000 0 39,000
52560 | 7|AM= S| A} 55 (1) SST Serum ELISA 0 0 14,000 0 14,000
52561 |7|AM= SHH| A 55 (2) SST Serum ELISA 0 0 14,000 0 14,000
52562 | 7|AM= S| AL 5= (3) SST Serum ELISA 0 0 14,000 0 14,000
52563 (7| A= S| A} 55 (4) SST Serum ELISA 0 0 14,000 0 14,000
52564 7| M= S| A} 55 (5) SST Serum ELISA 0 0 14,000 0 14,000
52565 7| A= S| A} 55 (6) SST Serum ELISA 0 0 14,000 0 14,000
52566 |Z|M= SN HAF 65 (1) SST Serum ELISA 0 0 19,000 0 19,000
52567 |7|M= SN HAF 65 (2) SST Serum ELISA 0 0 19,000 0 19,000
52568 |7|M= SN HAF 65 (3) SST Serum ELISA 0 0 19,000 0 19,000
52569 | 7| M3 sty HAl 65 (4) SST Serum ELISA 0 0 19,000 0 19,000
52570 | 7| M3 gy HAF 7S (1) SST Serum ELISA 0 0 24,000 0 24,000
70990 7| 4585 Other L 0 0 10,000 0 10,000
12891 |EHE S F(ECA) Blood Paper  |ECA Lt443Lt1 |CY441 36.46 2,310 2,310 36.46 2,380 2,380 | A
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25696 EUQIEQN(ELZAHA) Other 0 0| 650,000 0| 650,000

12640 RYUEM(EEAD) oy 0 0 70,000 0 70,000

12647 |O| M-E A AF(FAdoH) Water Culture 0 0 9,600 0 10,030 | A
50490 HHQIs| SHA| SST Serum PA 29| 0 0 32,200 0 33,650 A
80000 Holapd M ZEZHA Cervix Pap stain L}592 C5920 90.89 5,760 5,760 90.27 5,890 5890 | A
70970 | EHZESF AL Stool Hag L}61C} B0613 20.55 1,300 1,300 20.99 1,370 1,370 | a
27590 MHEHHEHFHIHGIB2) EDTA Blood  |Sequencing 595 CzZ623 0 0 57,500 0 60,090 | A
27591 | MHMLIAE S M XHGIB2) Blood Paper  |Sequencing 595 CZ623 0 0 57,500 0 60,090 | A
80290 +=A82 SEEHH(1-2) Tissue L}5517F  |C5511 393.29 24,930 24,930 388.98 25,400 25,400 A
80649 =S5 SEET(3-6) Tissue L}551LF  |C5512 585.52 37,120 37,120 576.87 37,670 37,670 | A
52110 AMZA,2EEHX}7}E|5 SST Serum 0 0| 230,000 0| 240,350 a
52111 M ZA, 2 E S X}7}E|5 CSF 0 0| 230,000 0| 240,350 a
80700 | HAMX}Z A BN ZH A} Cervix Pap stain 14541 CX541 368.41 23,360 23,360 368.41 24,060 24,060 A
70006 R YUHIZAAL 4 Random Urine |Strip LF1 B0010 8.26 520 520 10.45 680 680 | A
70005 QYUEIAAL 7E Random Urine |Strip L}2 B0020 10.7 680 680 13.05 850 850 A
70000 | R UEIAHAILOE Random Urine |Strip Lt3 B0030 14.92 950 950 20.17 1,320 1,320 | A
71010 | @ 27 AH(Scotch tape) Other AHH L}62 B0620 15.8 1,000 1,000 16.12 1,050 1,050 | a
70015 QXIAFSHO|AZAA} Random Urine | & L4 B0041 11.03 700 700 11.12 730 730 | A
25367 SUAd FHXL 7IEHAL EDTA Blood  |Sequencing 0 0 100,000 0 100,000

10640 | MAEHr 100gmE 5HA| H NaF Plasma  |Enzyme L}371L}  |C3711 22.25 5,640 5,640 20.32 5,320 5320 | ¥
81316 HX}SO|AZAA} Tissue L}555 C5550 1363.76 86,460 86,460 | 1280.59 83,620 83,620 Vv
11220 | MX|EH T X|YM4E= SST Serum GC =Q| 0 0 173,000 0| 180,790 | a
82018 | =X| (213) Tissue L}5507H5) (€5915 577.51 36,610 36,610 707.61 46,210 46,210 | A
82017 | =X| (10-12) Tissue L}5507}+4) |C5914 513.01 32,520 32,520 610.85 39,890 39,890 a
82014 |=X| (1-3) Tissue L}5507F(1) |C5911 319.48 20,260 20,260 320.56 20,930 20,930 A
82015 | =X| (4-6) Tissue L}5507}+(2) |C5912 383.94 24,340 24,340 417.26 27,250 27,250 | A
82016 | =X| (7-9) Tissue L}5507H(3) |€5913 4485 28,430 28,430 514.09 33,570 33,570 | A
82037 | =X| otM(<15) Tissue L}550CH1) |C5500 896.68 56,850 56,850 869.01 56,750 56,750 | ¥
82035 | =Z%| o}4d(<20) Tissue L}550CH1) |C5918 1187.89 75,310 75310 | 1147.13 74,910 74910 | v
82038 | =Z%| o}4d(216) Tissue L}550C}H2) | C5504 1010.54 64,070 64,070 | 1039.80 67,900 67,900 | A
82036 | =X| ot (221) Tissue L}550C}H2) |C5919 1400.9 88,820 88,820 | 1466.63 95,770 95,770 | A
82024 | =%| HH(<6) Tissue L}550L(1) | C5916 595.38 37,750 37,750 575.73 37,600 37,600 | ¥
82025 | =% HH(27) Tissue L}550L}(2) |C5917 702.61 44,550 44,550 736.58 48,100 48,100 | A
82050 ZE| PRt AA Tissue L}5502}(1) |C5505 1420.49 90,060 90,060 | 1496.02 97,690 97,690 | A
80680 ZEILY S 224K HA Other L}559 C5590 561.55 35,600 35,600 517.64 33,800 33,800 v
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80660 =E|HAHWSHO|AZHA} Other L}5547F  C5541 307.9 19,520 19,520 288.58 18,840 18,840 | Vv
80670 =X MXt0|ZAHA Other L}555 C5550 1363.76 86,460 86,460 | 1280.59 83,620 83620 | Vv
80676 | Z=A} T X}80|Z (SEM) Other 0 0 95,000 0 95,000

80020 | M| M| B 2| ZH A Sputum Pap stain L}5937F  C5930 105.29 6,680 6,680 101.11 6,600 6,600 Vv
80021 | Af|oH M| 3t 2| Z AH(Cytospin) Sputum Pap stain L}593LF  €5931 107.99 6,850 6,850 104.57 6,830 6830 Vv
13190 EHMHSIE(TTC) Random Urine |GC/ECD L}451LF(3) |CY373290 399.4 25,320 25,320 399.40 26,080 26,080 A
25700 | XIX}EQI (Bor R + X})24 A| 2+ EDTA Blood 0 0| 440,000 0 | 440,000

82070 |Et$|(Decalcification) Tissue L}5502=1 | C5509 54.09 3,430 3,430 51.69 3,380 3380 | v
80675 | E1} X} 0|Z(TEM) Other 0 0 95,000 0 95,000

12645 EM22 O|NSX24ZHA} Water ICP/MS 0 0| 250,000 0| 261,250 a
12646 EM 84 H|UY/L|EAZHAL Other 0 49,850 0 52,090  a
12881 HYH ExZS(ECA) Blood Paper  |ECA L}443LH | C4411 31.86 2,020 2,020 29.56 1,930 1930 | v
30231 | HoHE SE-HAA 24745 L}206LF  |B2062006 205.33 13,020 13,020 218.05 14,240 14,240 A
30261 HAUH o AL 24744 L}201712] |B2000 2| 0 18,390 18,390 18,890 18,890 A
70700 & 7| HjQE Other L}4057}  |B4051 152.96 9,700 9,700 158.13 10,330 10,330 | A
70705 & 7| HY2F 8! Sensi(G) Other L}405+L+40 B4051+B4061 0 16850 16850 17760 17,760 | A
12910 |SBA|AEIRS Blood Paper  |Bioassay L}443LF1 |CX342 36.46 2,310 2,310 36.46 2,380 2380 | A
42305 S Z7|HI0|2{A 12= PCR Sputum Multiplex-PCR 0 0 150,000 0| 156,720 a
42306 | &5 7|H}0|2A 6= PCR Sputum Multiplex-PCR 0 0 127,000 0| 132,690 a
42252 |3 S 7|HFO|B{A culture 2= Other Shell Vial Culture | L}416 B4160006 0 67,520 67,520 546.65 71,400 71,400 A
42253 |35 7|HFO|B{A culture 3 Other Shell Vial Culture | L}416 B4160006 0 101,280 101,280 546.65 | 107,100 | 107,100 A
42254 FZ7|HIO|2{A culture 45 Other Shell Vial Culture | L}416 B4160006 0 135,040 135,040 546.65 | 142,800 | 142,800 A
42255 ZZ7|HIO|2{A culture 55 Other Shell Vial Culture | L}416 B4160006 0 168,800 168,800 546.65 | 178,500 | 178,500 A
42256 ZZ7|HIO|2{A culture 65 Other Culture L}416 B4160006 0 202560 202,560 546.65 | 214,200 | 214,200 A
80030 | ZQIM|ZH | HA} Thyroid Pap stain L}594-1  C5941 174.9 11,090 11,090 176.82 11,550 11,550 A
80036 SQUMEH2|HAL =XHH Other L}594-1  |C5942 238.61 15,130 15,130 239.09 15,610 15,610 A
71100 | 52+ A} (Trematodes) Stool A L}64 B0641 51.88 3,290 3,290 51.62 3,370 3370 | a
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